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Supplemental Figure S1. The root length and fresh weight of WT (Westar) after Pi, no P, and Phi treatment.
(a) and (b) Bar graphs show the root length (a) and fresh weight (b) of WT (Westar) after Pi, no P, and Phi treatment. The data are shown as means ± SD for three replicates. Asterisks indicate significant differences as compared with WT plants with Pi treatment (Turkey’s test, **p ≤ 0.01, n = 15-20).
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Supplemental Figure S2. The protein sequence alignment of PtxDR4506, PtxDR4506 (Y139Q) and PtxDWM88.
Alignment of PtxDR4506, PtxDR4506 (Y139Q) and PtxDWM88 amino acid sequence. The identical residues were shaded by black, and the similar residues were shaded by gray. 
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Supplemental Figure S3. The callus regeneration with Hygromycin B or Phi selection on shoot initiation media.
(a) The images show the callus regeneration with 120 µg/mL Hygromycin B or 1.5 mM Phi selection on shoot initiation media. (b) The image shows the PtxDQ insertion in transgenic plants confirmed by PCR using PtxDQ gene specific primers. The transgenic plants were grown on the selection media containing 120 µg/mL Hygromycin B or 0.5 mM Pi + 1.5 mM Phi. (+) and (-) represented the positive control and negative control of PtxDQ gene, respectively. (c) The image shows the expression level of PtxDQ in root, stem and leaf of transgenic plants (L5). ACTIN7 was used as the internal control.
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Supplemental Figure S4. Analysis of PtxDQ specific band in T1 transgenic lines by PCR.
The image shows the PtxDQ specific band in T1 transgenic plants which were represent in Figure 4a. The PtxDQ specific band was examined by PCR using PtxDQ gene specific primers. The transgenic plants were irrigated by Phi as solo phosphorus source. 1-5, indicated different transgenic plants of L10.
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