[bookmark: OLE_LINK55][bookmark: OLE_LINK11][bookmark: _Hlk100904217]Gut dysregulation drives bone damage in tibial dyschondroplasia
by disrupting glucose homeostasis 

Supplement Tables:
Table S1. Histological damage score
	Score
	Villus height (μm)
	Crypt depth (μm)
	Intestinal wall thickness (μm)

	1
	200-300
	0-30
	Over 80

	2
	100-200
	30-40
	70-80

	3
	0-100
	40-50
	Below 70


Table S2. Primer sequences for quantitative real-time PCR analysis
	Gens
	Gene bank ID
	Primer sequence (5’-3’)
	Products length

	AKT
	NM_205055.1
	F: GGCACATTCATTGGCTACAA
R: GGTCGTTCTGTCTTCATCAGC
	107

	PI3K
	NM_001004410.1

	F: TCGCCACAACAGTAACATCA
R: ACAAAGGGCACACGCTCT
	120

	VEGFA
	NM_205042.3
	F: CGATGAGGGCCTAGAATGTGTC
[bookmark: OLE_LINK23]R: AGCTCATGTGCGCTATGTGC
	101

	GAPDH
	NM-204305.1
	F: CCTCTCTGGCAAAGTCCAAG
R: GGTCACGCTCCTGGAAGATA
	176


F: forward; R: reverse.






Supplement Figures：
[image: ]

Fig.S1 Gut microbial overall structure of broilers 
(A) Chao1, Shannon, Simpson and Observed species indices from the CON and TD groups were used to analyze the alpha diversity. Statistical analysis was performed by Kruskal-Willis test, a p-value lower than 0.05 (< 0.05) has statistically significant. (B) Bray Curits distance-based NMDS1 analysis of gut microbiota in the CON group (blue) and TD group (red) of broiler chickens. (C) Bray Curits distance-based PCA analysis of gut microbiota in the CON group (blue) and TD group (red) of broiler chickens. (D) Bray Curits distance-based PCoA analysis of gut microbiota in the CON group (blue) and TD group (red) of broiler chickens. (n = 6 for each group). A statistical difference of p-value less than 0.05.

image1.tiff
>

sa

000

3000

a0

P2 (1.4%)

B
. Stress = 0.00249
ot Stamon Simpon Otverved spies o
Ll o6
p=0.0039 | =1 p=00039 | =] p=00039 0039 | g s o
04
. - A . 03
= 02
g . o Ot
- H 3
- g oo :
. . = os
. 2 = 02
e 03
= Z 04
05
. . . 08
. S . S < = 7 ES 10 05 00 05 10 15 20
H g g g El
° = NMDS1
D
PCA PCOA
008 ® con o con
e o4 e
008
03
004
02
00z
= o
000 g
g oo
8
002 4 .
01 .o
004
02
006
03
008
-0a- . . . . . . .
Eya—r 5 05 o4 °s oz o1 0o 1 o2 o5 )

PC1 [98.3%] PCot 165.9%]




