Supplementary Table S5. ICU-COV(-) versus ICU-COV(+) (MaAsLin2 test)

feature metadata__value coef stderr N N.not0  pval qal

k_Bacteria.p_Acti fa.c_ f_Acti g/ _ SampleStatu ICU-COV/(-).Patient_RS -15 05 78.0 15.0 0.0 0.0}
k__Bacteria.p__Acti . C f__Ce o SampleStatu ICU-COV(-).Patient_RS -2.0 0.6 78.0 61.0 0.0 0.0|
k_Bacteria.p_Acti a.c_C f_C g_ Collinsella.__.__ SampleStatu ICU-COV/(-).Patient_RS -13 04 780 13.0 0.0 0.0}
k__Bacteria.p__Acti c_C f_Cori g_ Collinsella.s__: SampleStatu ICU-COV(-).Patient_RS 25 05 78.0 430  1.14E-05 0.0|
k_Bacteria.p__ @ f_C i g | __lenta.__ SampleStatu ICU-COV/(-).Patient_RS -12 04 780 200 0.0 00|
k_Bacteria.p_Acti a.c__C f_C g_Slackia..__ SampleStatu ICU-COV/(-).Patient_RS 14 05 780 220 0.0 0.0}
k_Bacteria.p_| idetes.c_t idia.0_E idales.f__.Odori g__Butyrici _ SampleStatu ICU-COV/(-).Patient_RS -20 06 780 52,0 0.0 00|
k_Bacteria.p_| idetes.c_| idia.o_i £l e SampleStatu ICU-COV/(-).Patient_RS -15 05 780 73.0 0.0 0.0}
k__Bacteria.p__Firmicutes.c_ Bacilli.o__L fl = _ SampleStatu ICU-COV(-).Patient_RS 1.2 0.4 78.0 25.0 0.0 0.0|
k_Bacteria.p_Firmicutes.c__Bacilli.o__L illales.f_L g L __iners.__ SampleStatu ICU-COV/(-). Patient_RS -16 05 780 200 0.0 0.0}
k__Bacteria.p__Firmicutes.c_ Bacilli.o__L f g . SampleStatu ICU-COV(-).Patient_RS 2.4 0.7 78.0 48.0 0.0 0.0|
k_Bacteria.p_Firmicutes.c__Clostridia.o__Clostridiales.f__L . _ SampleStatu ICU-COV/(-).Patient_RS 18 06 780 370 00 00|
k_Bacteria.p_Firmicutes.c__ Clostridia.o__Clostridiales.f__Ruminococcaceae.._.__ SampleStatu ICU-COV/(-).Patient_RS 14 05 780 76.0 0.0 0.0}
k_Bacteria.p_Firmicutes.c__Clostridia.o__Cl i g_ Oscillospira..__ SampleStatu ICU-COV/(-).Patient_RS -22 06 780 41.0 00 00|
k_Bacteria.p__Pi ia.c__Dx o_D D ibri e SampleStatu ICU-COV/(-).Patient_RS 13 05 780 35.0 0.0 0.0}
k__Bacteria.p__| ia.c_ | ia.0__C: f_C _ C: o SampleStatu ICU-COV(-).Patient_RS 23 0.6 78.0 68.0 0.0 0.0|
k_Bacteria.p__Pi ia.c__ a.0__f P, g | ICU-COV(-).Patient_RS 14 05 780 270 0.0 00|
k_ Bacteria.p_ Verrucomicrobia.c_ Verrucomicrobiae.o_ Verrucomicrobiales.f Verrucomicrobiaceae.g_ Akkermansia.s__muciniphila. SampleStatu ICU-COV(-).Patient RS 2.2 0.8 78.0 46.0 0.0 0.0}




