
 

  



 

Supplementary Fig. S1 Nucleotide sequence alignment of BtabCAPAr-1 and BtabCAPAr-2 

isoforms of Bemisia tabaci Asia II-1 with the predicted B. tabaci CAPAr sequence 

(XM_019044129.1). The arrows depict the nucleotide substitutions. The arrow bar depicts the 

missing nucleotides in BtabCAPAr-2 isoform. 

 

Supplementary Table S1 Relative gene expression of BtabCAPAr gene deduced using 2ΔΔCt 

method in B. tabaci egg, nymphal instars and adults of uniform age. 

 

Whitefly life stages Relative gene expression (2^-ΔΔCT) 

Experiment 1 Experiment 2 Pooled data 

Egg 1.0 + 0a 1.0 + 0a 1.0 + 0a 

Nymph 1 0.84 + 0.18a 0.64 + 0.12a 0.74 + 0.10a 

Nymph 2 1.11 + 0.04a 1.69 + 0.53a 1.40 + 0.27a 

Nymph 3 0.75 + 0.13a 1.14 + 0.08a 0.94 + 0.11a 

Pupa 1.46 + 0.09a 1.22 + 0.16a 1.34 + 0.10a 

Adult 4.34 + 0.72b 3.18 + 0.43b 3.76 + 0.46b 

Fxy value 

x,y = 5,12 for Experiment 

1 and 2; x,y = 11,24 for 

pooled data  

19.25 9.64 27.57 

Different alphabets in superscript depict mean values to be significantly different from each other (p ≤ 0.05, Tukey-Kramer post hoc test)  


