[bookmark: _GoBack]Supplementary Table 2. GO terms identified by Metascape enriched for SpA
	Category
	Description
	Number
	LogP
	Genes

	Canonical Pathways
	PID IGF1 PATHWAY
	M125
	-4.344668724
	HRAS|PDPK1|RAF1|YWHAZ|NCK2

	Canonical Pathways
	PID MET PATHWAY
	M48
	-3.08973217
	HRAS|PDPK1|RAF1|NCK2|RANBP9|AKT1S1

	Canonical Pathways
	PID MTOR 4PATHWAY
	M121
	-2.565366057
	HRAS|PDPK1|RAF1|YWHAZ|AKT1S1

	Canonical Pathways
	PID KIT PATHWAY
	M231
	-2.23334125
	HRAS|PDPK1|RAF1|SOCS1

	Canonical Pathways
	SIG IL4RECEPTOR IN B LYPHOCYTES
	M1718
	-2.218160409
	PDPK1|RAF1|SOCS1

	Canonical Pathways
	PID INTEGRIN A9B1 PATHWAY
	M118
	-2.313680901
	NOS2|TGM2|PAOX

	Canonical Pathways
	PID RAS PATHWAY
	M269
	-2.089052462
	HRAS|RIN1|RASA4

	CORUM
	TNF-alpha/NF-kappa B signaling complex 5
	CORUM:5233
	-2.313680901
	NFKBIB|LRPPRC|POLR1B

	GO Biological Processes
	mitochondrial DNA metabolic process
	GO:0032042
	-4.952993951
	DNA2|LONP1|POLG2|PRIMPOL

	GO Biological Processes
	mitochondrial genome maintenance
	GO:0000002
	-3.829200191
	DNA2|LONP1|POLG2|PRIMPOL

	GO Biological Processes
	mitochondrial DNA replication
	GO:0006264
	-3.529242807
	DNA2|POLG2|PRIMPOL

	GO Biological Processes
	mitochondrion organization
	GO:0007005
	-4.582872241
	BID|CNP|COX7A1|DNA2|SURF1|ZNF205|LONP1|TOMM70|YME1L1|POLG2|WIPI2|CHCHD2|DMAC2|MTFR1L|COA8|PNPT1|PRIMPOL|UQCC3

	GO Biological Processes
	generation of precursor metabolites and energy
	GO:0006091
	-4.454304441
	ADH4|BID|COX7A1|CYB5A|GBA|IDH3A|ME2|PKM|PPP1R3A|SURF1|POLG2|NNT|DMGDH|CYB5R4|MTFR1L|MRPS36|UQCC3

	GO Biological Processes
	cellular respiration
	GO:0045333
	-3.651381707
	BID|COX7A1|GBA|IDH3A|SURF1|POLG2|NNT|MTFR1L|MRPS36|UQCC3

	GO Biological Processes
	electron transport chain
	GO:0022900
	-3.400254632
	BID|COX7A1|CYB5A|GBA|ME2|SURF1|POLG2|DMGDH|UQCC3

	GO Biological Processes
	energy derivation by oxidation of organic compounds
	GO:0015980
	-3.198641119
	BID|COX7A1|GBA|IDH3A|PPP1R3A|SURF1|POLG2|NNT|MTFR1L|MRPS36|UQCC3

	GO Biological Processes
	aerobic respiration
	GO:0009060
	-2.896254325
	BID|COX7A1|IDH3A|SURF1|NNT|MTFR1L|MRPS36|UQCC3

	GO Biological Processes
	response to thyroid hormone
	GO:0097066
	-4.344668724
	C2|CTSH|GBA|LMO2|TOMM70

	GO Biological Processes
	amino-acid betaine metabolic process
	GO:0006577
	-2.80726247
	ALDH7A1|BHMT|DMGDH

	GO Biological Processes
	amine catabolic process
	GO:0009310
	-2.173376346
	ALDH7A1|DMGDH|PAOX

	GO Biological Processes
	cellular biogenic amine catabolic process
	GO:0042402
	-2.173376346
	ALDH7A1|DMGDH|PAOX

	GO Biological Processes
	cellular modified amino acid catabolic process
	GO:0042219
	-2.010942142
	BHMT|GOT2|DMGDH

	GO Biological Processes
	histone H4-R3 methylation
	GO:0043985
	-4.050875089
	PRMT5|PRDM4|PRMT6

	GO Biological Processes
	methylation
	GO:0032259
	-3.413919146
	BHMT|TYMS|PRMT5|PRDM4|WDR6|BHMT2|EEF1AKMT3|TFB1M|COQ3|PRMT6|SETD3|PCMTD1|SMYD1

	GO Biological Processes
	histone arginine methylation
	GO:0034969
	-3.274973266
	PRMT5|PRDM4|PRMT6

	GO Biological Processes
	peptidyl-arginine modification
	GO:0018195
	-3.24133133
	PRMT5|PRDM4|PADI4|PRMT6

	GO Biological Processes
	protein methylation
	GO:0006479
	-3.149574371
	BHMT|PRMT5|PRDM4|EEF1AKMT3|PRMT6|SETD3|PCMTD1|SMYD1

	GO Biological Processes
	protein alkylation
	GO:0008213
	-3.149574371
	BHMT|PRMT5|PRDM4|EEF1AKMT3|PRMT6|SETD3|PCMTD1|SMYD1

	GO Biological Processes
	peptidyl-arginine methylation
	GO:0018216
	-2.887114505
	PRMT5|PRDM4|PRMT6

	GO Biological Processes
	macromolecule methylation
	GO:0043414
	-2.465121468
	BHMT|PRMT5|PRDM4|WDR6|EEF1AKMT3|TFB1M|PRMT6|SETD3|PCMTD1|SMYD1

	GO Biological Processes
	antigen processing and presentation
	GO:0019882
	-3.495831774
	CTSH|GBA|HLA-B|HLA-DQA1|HLA-DQB1|HLA-DQB2|ERAP1

	GO Biological Processes
	MHC class II protein complex assembly
	GO:0002399
	-2.887114505
	HLA-DQA1|HLA-DQB1|HLA-DQB2

	GO Biological Processes
	peptide antigen assembly with MHC class II protein complex
	GO:0002503
	-2.887114505
	HLA-DQA1|HLA-DQB1|HLA-DQB2

	GO Biological Processes
	antigen processing and presentation of peptide antigen
	GO:0048002
	-2.834731179
	HLA-B|HLA-DQA1|HLA-DQB1|HLA-DQB2|ERAP1

	GO Biological Processes
	immunoglobulin production involved in immunoglobulin-mediated immune response
	GO:0002381
	-2.73178588
	HLA-DQA1|HLA-DQB1|HLA-DQB2|TRAF3IP2

	GO Biological Processes
	MHC protein complex assembly
	GO:0002396
	-2.596254252
	HLA-DQA1|HLA-DQB1|HLA-DQB2

	GO Biological Processes
	peptide antigen assembly with MHC protein complex
	GO:0002501
	-2.596254252
	HLA-DQA1|HLA-DQB1|HLA-DQB2

	GO Biological Processes
	antigen processing and presentation of exogenous peptide antigen via MHC class II
	GO:0019886
	-2.089052462
	HLA-DQA1|HLA-DQB1|HLA-DQB2

	GO Biological Processes
	antigen processing and presentation of peptide antigen via MHC class II
	GO:0002495
	-2.010942142
	HLA-DQA1|HLA-DQB1|HLA-DQB2

	GO Biological Processes
	lipoprotein biosynthetic process
	GO:0042158
	-3.583542636
	APOB|PPM1B|WIPI2|ZDHHC8|PGAP1|PGAP3|PIGU

	GO Biological Processes
	protein lipidation
	GO:0006497
	-2.923043765
	PPM1B|WIPI2|ZDHHC8|PGAP1|PGAP3|PIGU

	GO Biological Processes
	lipoprotein metabolic process
	GO:0042157
	-2.794787685
	APOB|PPM1B|WIPI2|ZDHHC8|PGAP1|PGAP3|PIGU

	GO Biological Processes
	GPI anchor biosynthetic process
	GO:0006506
	-2.049273081
	PGAP1|PGAP3|PIGU

	GO Biological Processes
	GPI anchor metabolic process
	GO:0006505
	-2.010942142
	PGAP1|PGAP3|PIGU

	GO Biological Processes
	regulation of apoptotic cell clearance
	GO:2000425
	-3.529242807
	C2|TGM2|ABCA7

	GO Biological Processes
	biomineral tissue development
	GO:0031214
	-3.524682447
	BGLAP|CLEC3B|WNT11|ITGB1BP1|TFIP11|CNNM4|FAM20A

	GO Biological Processes
	biomineralization
	GO:0110148
	-3.524682447
	BGLAP|CLEC3B|WNT11|ITGB1BP1|TFIP11|CNNM4|FAM20A

	GO Biological Processes
	negative regulation of protein modification process
	GO:0031400
	-3.410324219
	GBA|PDPK1|PKIB|NCK2|SOCS1|ITGB1BP1|CDYL|BAG5|PNKP|GTPBP4|STYXL1|PRMT6|DBNDD1|LRRK1|CDK5RAP3|AKT1S1|MASTL|DTX3L

	GO Biological Processes
	negative regulation of catalytic activity
	GO:0043086
	-2.138025176
	GBA|HRAS|PDE6G|PDPK1|PKIB|RAF1|SOCS1|ITGB1BP1|BAG5|RASA4|PLA2R1|TFIP11|GPSM1|STYXL1|DBNDD1|CDK5RAP3|AKT1S1|MASTL|PPP1R14A|DTX3L

	GO Biological Processes
	negative regulation of phosphate metabolic process
	GO:0045936
	-2.044548092
	GBA|PDPK1|PKIB|NCK2|SOCS1|ITGB1BP1|ANKLE2|STYXL1|DBNDD1|LRRK1|CDK5RAP3|AKT1S1|MASTL

	GO Biological Processes
	negative regulation of phosphorus metabolic process
	GO:0010563
	-2.036859196
	GBA|PDPK1|PKIB|NCK2|SOCS1|ITGB1BP1|ANKLE2|STYXL1|DBNDD1|LRRK1|CDK5RAP3|AKT1S1|MASTL

	GO Biological Processes
	regulation of dephosphorylation
	GO:0035303
	-2.012932521
	GBA|ANKLE2|SMG5|STYXL1|CDK5RAP3|MASTL

	GO Biological Processes
	RNA biosynthetic process
	GO:0032774
	-3.288388534
	CDK7|NFKBIB|MED27|MED16|PRMT5|TCFL5|PRDM4|RPAP1|TFB1M|ELP2|PHRF1|POLR1B|PRIMPOL|POLR2J3|GTF2H2C

	GO Biological Processes
	transcription, DNA-templated
	GO:0006351
	-2.95764376
	CDK7|NFKBIB|MED27|MED16|PRMT5|TCFL5|PRDM4|RPAP1|TFB1M|ELP2|PHRF1|POLR1B|POLR2J3|GTF2H2C

	GO Biological Processes
	nucleic acid-templated transcription
	GO:0097659
	-2.936433016
	CDK7|NFKBIB|MED27|MED16|PRMT5|TCFL5|PRDM4|RPAP1|TFB1M|ELP2|PHRF1|POLR1B|POLR2J3|GTF2H2C

	GO Biological Processes
	nucleobase-containing compound biosynthetic process
	GO:0034654
	-2.921198796
	AK4|AMD1|CDK7|NFKBIB|TYMS|SLC25A16|MED27|MED16|PRMT5|TCFL5|PRDM4|POLG2|RPAP1|TFB1M|ELP2|PHRF1|POLR1B|PRIMPOL|POLR2J3|GTF2H2C|UQCC3

	GO Biological Processes
	heterocycle biosynthetic process
	GO:0018130
	-2.430466987
	AK4|AMD1|CDK7|NFKBIB|TYMS|SLC25A16|MED27|MED16|PRMT5|TCFL5|PRDM4|POLG2|RPAP1|TFB1M|ELP2|PHRF1|POLR1B|PRIMPOL|POLR2J3|GTF2H2C|UQCC3

	GO Biological Processes
	aromatic compound biosynthetic process
	GO:0019438
	-2.374829843
	AK4|AMD1|CDK7|NFKBIB|TYMS|SLC25A16|MED27|MED16|PRMT5|TCFL5|PRDM4|POLG2|RPAP1|TFB1M|ELP2|PHRF1|POLR1B|PRIMPOL|POLR2J3|GTF2H2C|UQCC3

	GO Biological Processes
	transcription by RNA polymerase II
	GO:0006366
	-2.34550481
	CDK7|MED27|MED16|TCFL5|PRDM4|RPAP1|ELP2|PHRF1|POLR2J3

	GO Biological Processes
	regulation of GTPase activity
	GO:0043087
	-3.202417088
	HRAS|MMUT|RAP1GAP|RSU1|TGM2|WNT11|EVI5|ITGB1BP1|RASA4|GPSM1|RAPGEFL1|LARS1|ARHGAP22|CCDC125

	GO Biological Processes
	positive regulation of GTPase activity
	GO:0043547
	-2.803112923
	HRAS|MMUT|RAP1GAP|RSU1|TGM2|WNT11|EVI5|RAPGEFL1|LARS1|ARHGAP22|CCDC125

	GO Biological Processes
	positive regulation of hydrolase activity
	GO:0051345
	-2.499969149
	BID|CTSH|HRAS|HTR2B|MMUT|PDPK1|RAP1GAP|RSU1|TGM2|WNT11|EVI5|AIM2|RAPGEFL1|LARS1|ARHGAP22|KHDC1|CCDC125

	GO Biological Processes
	regulation of telomere maintenance via telomerase
	GO:0032210
	-3.07986576
	PKIB|CCT3|PNKP|SMG5|NAF1

	GO Biological Processes
	positive regulation of telomere maintenance via telomerase
	GO:0032212
	-2.914714279
	PKIB|CCT3|PNKP|NAF1

	GO Biological Processes
	regulation of telomere maintenance via telomere lengthening
	GO:1904356
	-2.802488725
	PKIB|CCT3|PNKP|SMG5|NAF1

	GO Biological Processes
	positive regulation of telomere maintenance via telomere lengthening
	GO:1904358
	-2.775363247
	PKIB|CCT3|PNKP|NAF1

	GO Biological Processes
	positive regulation of DNA biosynthetic process
	GO:2000573
	-2.458918355
	PKIB|CCT3|POLG2|PNKP|NAF1

	GO Biological Processes
	regulation of telomere maintenance
	GO:0032204
	-2.288758885
	PKIB|CCT3|PNKP|SMG5|NAF1

	GO Biological Processes
	positive regulation of telomere maintenance
	GO:0032206
	-2.23334125
	PKIB|CCT3|PNKP|NAF1

	GO Biological Processes
	regulation of DNA biosynthetic process
	GO:2000278
	-2.19346915
	PKIB|CCT3|POLG2|PNKP|SMG5|NAF1

	GO Biological Processes
	positive regulation of defense response to virus by host
	GO:0002230
	-3.068963794
	AIM2|TOMM70|TRAF3IP2|DTX3L

	GO Biological Processes
	activation of innate immune response
	GO:0002218
	-2.867618641
	AIM2|TOMM70|LILRA2|TBK1|ZCCHC3

	GO Biological Processes
	regulation of response to biotic stimulus
	GO:0002831
	-2.866028421
	CD55|HLA-B|PPM1B|SOCS1|AIM2|TOMM70|TRAF3IP2|LILRA2|TBK1|ERAP1|ZCCHC3|DTX3L|NLRC3

	GO Biological Processes
	regulation of defense response to virus by host
	GO:0050691
	-2.569870278
	AIM2|TOMM70|TRAF3IP2|DTX3L

	GO Biological Processes
	regulation of defense response to virus
	GO:0050688
	-2.433411987
	PPM1B|AIM2|TOMM70|TRAF3IP2|DTX3L

	GO Biological Processes
	regulation of innate immune response
	GO:0045088
	-2.284385626
	HLA-B|SOCS1|AIM2|TOMM70|LILRA2|TBK1|ERAP1|ZCCHC3|NLRC3

	GO Biological Processes
	activation of immune response
	GO:0002253
	-2.20814647
	C2|CD55|FPR3|HLA-DQB1|HRAS|MASP1|AIM2|TOMM70|LILRA2|TBK1|ZCCHC3

	GO Biological Processes
	regulation of actin filament depolymerization
	GO:0030834
	-3.042579554
	CAPG|WDR1|DSTN|SPTBN5|LIMA1

	GO Biological Processes
	regulation of anatomical structure size
	GO:0090066
	-2.4431479
	CAPG|HTR2B|NCK2|ITGB1BP1|WDR1|DSTN|KCNMB4|SPTBN5|TRPV2|LIMA1|LARS1|SEMA5B|SCPEP1|SEMA4A|AKT1S1

	GO Biological Processes
	regulation of protein depolymerization
	GO:1901879
	-2.115532547
	CAPG|WDR1|DSTN|SPTBN5|LIMA1

	GO Biological Processes
	regulation of protein-containing complex disassembly
	GO:0043244
	-2.092394301
	CAPG|GBA|WDR1|DSTN|SPTBN5|LIMA1

	GO Biological Processes
	proteolysis involved in cellular protein catabolic process
	GO:0051603
	-3.022848977
	CTSH|GBA|PSMA7|SGTA|UBE2H|USP1|TRIM25|LONP1|MAEA|YME1L1|USP22|FBXL4|ANAPC4|DMAC2|HACE1|MVB12B|ZFAND2A|CACUL1|DTX3L

	GO Biological Processes
	cellular protein catabolic process
	GO:0044257
	-2.782836138
	CTSH|GBA|PSMA7|SGTA|UBE2H|USP1|TRIM25|LONP1|MAEA|YME1L1|USP22|FBXL4|ANAPC4|DMAC2|HACE1|MVB12B|ZFAND2A|CACUL1|DTX3L

	GO Biological Processes
	protein catabolic process
	GO:0030163
	-2.740618319
	APOB|CTSH|GBA|PSMA7|SGTA|UBE2H|USP1|TRIM25|LONP1|MAEA|YME1L1|USP22|FBXL4|ANAPC4|DMAC2|HACE1|MVB12B|ZFAND2A|CACUL1|DTX3L

	GO Biological Processes
	modification-dependent macromolecule catabolic process
	GO:0043632
	-2.737595663
	GBA|SGTA|UBE2H|USP1|TRIM25|LONP1|MAEA|USP22|FBXL4|ANAPC4|DMAC2|HACE1|PNPT1|MVB12B|ZFAND2A|CACUL1|DTX3L

	GO Biological Processes
	modification-dependent protein catabolic process
	GO:0019941
	-2.43852192
	GBA|SGTA|UBE2H|USP1|TRIM25|LONP1|MAEA|USP22|FBXL4|ANAPC4|DMAC2|HACE1|MVB12B|ZFAND2A|CACUL1|DTX3L

	GO Biological Processes
	ubiquitin-dependent protein catabolic process
	GO:0006511
	-2.143410408
	GBA|SGTA|UBE2H|USP1|TRIM25|MAEA|USP22|FBXL4|ANAPC4|DMAC2|HACE1|MVB12B|ZFAND2A|CACUL1|DTX3L

	GO Biological Processes
	proteasomal protein catabolic process
	GO:0010498
	-2.042070084
	GBA|PSMA7|SGTA|UBE2H|TRIM25|MAEA|FBXL4|ANAPC4|DMAC2|HACE1|ZFAND2A

	GO Biological Processes
	epithelial cell maturation
	GO:0002070
	-2.972819158
	HOXA5|TYMS|TMEM79

	GO Biological Processes
	carbohydrate derivative biosynthetic process
	GO:1901137
	-2.864735283
	AK4|AMD1|EXTL1|GALNT3|GGTA1|ST3GAL3|TYMS|SLC25A16|B4GALT2|ABCC5|MAN1A2|PGAP1|TMTC1|B3GNT9|PGAP3|PIGU|UQCC3

	GO Biological Processes
	carbohydrate metabolic process
	GO:0005975
	-2.657197438
	GALNT3|GGTA1|IDH3A|PDK1|PKM|PPP1R3A|ST3GAL3|B4GALT2|MAN1A2|COQ3|ENOSF1|DGAT2|B3GNT9|G6PC3|GUSBP3

	GO Biological Processes
	glycosylation
	GO:0070085
	-2.236844505
	EXTL1|GALNT3|GBA|GGTA1|ST3GAL3|B4GALT2|MAN1A2|TMTC1|B3GNT9

	GO Biological Processes
	cellular amino acid metabolic process
	GO:0006520
	-2.753244365
	BHMT|BPHL|GOT2|MMUT|NOS2|HIBADH|BHMT2|LARS1|ENOSF1|SRR|ASRGL1

	GO Biological Processes
	aspartate family amino acid biosynthetic process
	GO:0009067
	-2.533763733
	BHMT|GOT2|BHMT2

	GO Biological Processes
	aspartate family amino acid metabolic process
	GO:0009066
	-2.325696655
	BHMT|GOT2|BHMT2|ASRGL1

	GO Biological Processes
	alpha-amino acid metabolic process
	GO:1901605
	-2.215721389
	BHMT|GOT2|MMUT|NOS2|HIBADH|BHMT2|SRR|ASRGL1

	GO Biological Processes
	sulfur amino acid metabolic process
	GO:0000096
	-2.010942142
	BHMT|MMUT|BHMT2

	GO Biological Processes
	adaptive immune response based on somatic recombination of immune receptors built from immunoglobulin superfamily domains
	GO:0002460
	-2.743931063
	C2|CTSH|CD55|HLA-DQA1|HLA-DQB1|HLA-DQB2|HRAS|IL18R1|TRAF3IP2|SEMA4A

	GO Biological Processes
	T-helper 1 type immune response
	GO:0042088
	-2.596254252
	HRAS|IL18R1|SEMA4A

	GO Biological Processes
	protein targeting
	GO:0006605
	-2.65133062
	BID|SCARB2|SGTA|SRP19|YWHAZ|TOMM70|NACAD|ZNF205-AS1|ZFAND2A|RAB3IP

	GO Biological Processes
	protein targeting to ER
	GO:0045047
	-2.459785511
	SGTA|SRP19|ZNF205-AS1|ZFAND2A

	GO Biological Processes
	protein localization to endoplasmic reticulum
	GO:0070972
	-2.408323217
	SGTA|SRP19|KDELR2|ZNF205-AS1|ZFAND2A

	GO Biological Processes
	establishment of protein localization to endoplasmic reticulum
	GO:0072599
	-2.325696655
	SGTA|SRP19|ZNF205-AS1|ZFAND2A

	GO Biological Processes
	establishment of protein localization to membrane
	GO:0090150
	-2.018817001
	BID|SGTA|SRP19|TOMM70|NACAD|EMC9|ZNF205-AS1|RAB3IP

	GO Biological Processes
	lipid storage
	GO:0019915
	-2.648479571
	GBA|PLA2G4C|BSCL2|DGAT2

	GO Biological Processes
	lipid localization
	GO:0010876
	-2.416368865
	APOB|SCARB2|GBA|GOT2|NOS2|PLA2G4C|ABCC3|ABCA7|ABCA6|BSCL2|LIMA1|DGAT2

	GO Biological Processes
	regulation of generation of precursor metabolites and energy
	GO:0043467
	-2.563775975
	AK4|COX7A1|NOS2|PPP1R3A|CHCHD2|COA8|PNPT1

	GO Biological Processes
	regulation of cellular respiration
	GO:0043457
	-2.29418391
	AK4|COX7A1|NOS2|PNPT1

	GO Biological Processes
	tricarboxylic acid cycle
	GO:0006099
	-2.049273081
	IDH3A|NNT|MRPS36

	GO Biological Processes
	regulation of cellular localization
	GO:0060341
	-2.44299226
	BTF3|HRAS|PCNT|PDPK1|CCT3|REEP5|STX7|ITGB1BP1|ABCA7|MCRS1|MESD|RAB11FIP5|ZDHHC8|CENPQ|JPH2|SELENON|PGAP1|CDK5RAP3|PARD6G|REEP6|DTX3L

	GO Biological Processes
	mRNA 3'-end processing
	GO:0031124
	-2.424985787
	ZC3H3|RPRD1B|PNPT1|MBLAC1

	GO Biological Processes
	plasma lipoprotein particle assembly
	GO:0034377
	-2.418299854
	APOB|ABCA7|ZDHHC8

	GO Biological Processes
	protein-lipid complex assembly
	GO:0065005
	-2.264875762
	APOB|ABCA7|ZDHHC8

	GO Biological Processes
	regulation of plasma lipoprotein particle levels
	GO:0097006
	-2.147115017
	APOB|ABCA7|ZDHHC8|DGAT2

	GO Biological Processes
	cell division
	GO:0051301
	-2.402490434
	CDK7|SEPTIN2|AURKC|EVI5|MAEA|TACC3|KATNA1|ANKLE2|ANAPC4|CABLES2|PARD6G|MASTL|NEDD1|SGO2|NUP43

	GO Biological Processes
	regulation of mitochondrial translation
	GO:0070129
	-2.364754661
	TSFM|LRPPRC|MTG1

	GO Biological Processes
	regulation of mitochondrial gene expression
	GO:0062125
	-2.173376346
	TSFM|LRPPRC|MTG1

	GO Biological Processes
	aging
	GO:0007568
	-2.360743187
	BGLAP|CNP|GBA|HRAS|IGFBP2|PITX3|TYMS|PLA2R1|PRMT6|SRR

	GO Biological Processes
	glutamine family amino acid catabolic process
	GO:0009065
	-2.313680901
	GOT2|NOS2|ASRGL1

	GO Biological Processes
	cellular nitrogen compound catabolic process
	GO:0044270
	-2.296636158
	BHMT|CNP|DNA2|PDE4C|SMG5|SND1|DMGDH|NUDT9|EXOSC5|PNPT1|NT5C3B

	GO Biological Processes
	retrograde vesicle-mediated transport, Golgi to endoplasmic reticulum
	GO:0006890
	-2.29418391
	BNIP1|KDELR2|DNAJC28|RAB6C

	GO Biological Processes
	cellular response to DNA damage stimulus
	GO:0006974
	-2.285792424
	BID|CDK7|DNA2|MCM4|RAD17|TNP1|USP1|CHD1L|MCRS1|POLG2|PNKP|TFIP11|PRMT6|CDK5RAP3|MASTL|DTX3L|CCDC13|PRIMPOL|GTF2H2C

	GO Biological Processes
	DNA repair
	GO:0006281
	-2.199678678
	CDK7|DNA2|MCM4|RAD17|TNP1|USP1|CHD1L|MCRS1|POLG2|PNKP|PRMT6|DTX3L|PRIMPOL|GTF2H2C

	GO Biological Processes
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