Table S1 Primers used in this study
	Primer name
	Forward Sequence (5'-3')
	Reverse Sequence (5'-3')

	TF-CBL4
	TGTTCAGGACCAGCAAAGGG
	ATGCAACTACAAAGTGGGATG

	TF-HVP10
	CATTGTTGGAACCCTCTTTG
	AACTCAAAGGAAGAAAGAAG

	83513514
	GGGACTGGGTGTTGGATAC
	GCGGAGGGAGGATTAACTC

	85905568
	TTCACATAGGAGAAAGCCCAC
	CCGTGGCAAGAGGAAGAAGAC

	79060703
	CTCGATGGCAGAACCTAGATG
	GCACCGCACAGAAGGACTTAC

	89781773
	GGCAGAAGTGGGAATAGAGG
	GTCGAAGGCTGGTTGATACG

	90062894
	CATCGCTGCATTGTACTCCC
	GCAAAGAAGTGAATTGCAAAG

	71719914
	TTCAGGACTGGGAGTTGTTGC
	CGAGTGGCGTATTATTTCATCT

	100385930
	ATTCCTTGATCGTCGTAACC
	CTGATTTCAACCATGACATTTTG

	[bookmark: OLE_LINK1]HvNCX-CDS
	ATGCCGCCGCCGCGCACCCTCGT
	TTACGACCAGCCAAACTTGTAGTC

	HvNCX-RT
	ATTCGTTGATGGCGTCCTTAG
	CTCTTCCCCTGTTGTAATGTG

	HORVU.MOREX.r3.7HG0665490-CDS
	ATCTATCAACATACTTGGGTTGAAC
	AACTGTGGTTTTGTTGGTTGGGTAG

	HORVU.MOREX.r3.7HG0665410-RT
	TCGCCACTCACCACCACATG
	GCAAGTAGAGCGGCAGGATC

	HORVU.MOREX.r3.7HG0665460-RT
	GCGAGGGAGTATTATTGCTTCA
	ACCTTTTGATTCACTGGCTTTG

	HORVU.MOREX.r3.7HG0665480-RT
	GGATTAGATTCAAGTGGCTGTG
	CTTCTCAACACTGAACCGCAAC

	HORVU.MOREX.r3.7HG0665490-RT
	TCACATTGATGGTCTGAAGAAAGG
	CATCCATCCAAAATGTCCCTGA

	HORVU.MOREX.r3.7HG0665510-RT
	GGCTGGAAGGAGGGAAAGATC
	GCCGCTTCTTCTTGGACTTGAC

	HORVU.MOREX.r3.7HG0665520-RT
	CGCCAAAGCCAAGGACCAC
	TGTACATGAGGACGAGCTGCC

	HORVU.MOREX.r3.7HG0665530-RT
	GCTTCTGTCACAGGGAACGGA
	ACCTGCTCCGTCTCCCGTATCC

	HORVU.MOREX.r3.7HG0665540-RT
	ACACGGTGGAGGTGGTGATGG
	TGGTTGGCAACGTACTCGATG

	HORVU.MOREX.r3.7HG0665560-RT
	TGGCAACTGAACGAACGGATG
	ACCATTAGGGGGAGGAGTGTCG

	HORVU.MOREX.r3.7HG0665570-RT
	GATGGGTTTGTAGTAGATGGTC
	ATGCCACTGCTTGGGTGCTTGC

	HORVU.MOREX.r3.7HG0665590-RT
	CCGCGACACCTTCATATACATG
	GTCGCCGGGAAGCATTTCTTG

	HORVU.MOREX.r3.7HG0665610-RT
	AAGTTCAAGATTCAGAGCCACC
	GCCGCAACTGCTCAATACAATG

	HORVU.MOREX.r3.7HG0665620-RT
	GCTGAGGAAGTTGCAGGGTAC
	ATGACGACGCCGCCGCTATC

	HORVU.MOREX.r3.7HG0665630-RT
	CCGCAGGATAAAGACATTGTTC
	GTTATTCTCAAGTATCCTTCCAGCA

	HORVU.MOREX.r3.7HG0665650-RT
	GGAGAAGAATGGGAACTTTGGG
	AAGCCCAACCCTTGAAGCCTG

	HORVU.MOREX.r3.7HG0665680-RT
	TCCCTCCTAAGGCGTGACATTG
	TCTTGGCGAGCTGAGGGATTTG

	HORVU.MOREX.r3.7HG0665710-RT
	TCCGATTTGATTACTATGCTGC
	AGCACAGCTAGAAGCATAAAC

	HORVU.MOREX.r3.7HG0665730-RT
	GAGGAAGGTGCTCGACAGGATC
	CCGACACGGTCACCTGGTTC

	HORVU.MOREX.r3.7HG0665770-RT
	TGTTGACCGCTGTGAGGAAG
	GGTATCTCCAGCCCAACATCC

	HORVU.MOREX.r3.7HG0665780-RT
	GTCTTTGTGGTCGTCCTCCTGC
	GCTGTCTGACCTACACTCCCTC

	HORVU.MOREX.r3.7HG0665810-RT
	TTGCGAGGGATTGTAGGTCAG
	TGAAACGCTCGGTCAGGCAAAC

	HORVU.MOREX.r3.7HG0665830-RT
	GAGCGAGAAGGTATTCGTGGAG
	CCCTTTGAGAATGGCAGCGTAG











Table S2 The transcriptions of 23 high confidence annotated genes in the two parents under salt stress
	The 2-ΔCT value in roots

	Gene ID
	24ck-F
	24ck-T
	24h-F
	24h-T
	48ck-F
	48ck-T
	48h-F
	48h-T

	HORVU.MOREX.r3.7HG0665410
	0.0012
	0.0015
	0.0008
	0.0007
	0.0009
	0.0012
	0.0006
	0.0004

	HORVU.MOREX.r3.7HG0665460
	0
	0
	0
	0
	0
	0
	0
	0

	HORVU.MOREX.r3.7HG0665480
	0.0036
	0.0026
	0.0032
	0.0023
	0.0031
	0.0031
	0.0056
	0.0038

	HORVU.MOREX.r3.7HG0665490
	0.0001
	0.0015
	0.0002
	0.0005
	0.0007
	0.0003
	0.001
	0.0006

	HORVU.MOREX.r3.7HG0665510
	0.0001
	0.0001
	0.0001
	0.0001
	0
	0
	0.0001
	0

	HORVU.MOREX.r3.7HG0665520
	0.0021
	0.0025
	0.0024
	0.0022
	0.0022
	0.0035
	0.0033
	0.0029

	HORVU.MOREX.r3.7HG0665530
	0.0817
	0.1967
	0.0405
	0.0565
	0.1165
	0.0613
	0.0786
	0.0482

	HORVU.MOREX.r3.7HG0665540
	0.0432
	0.0358
	0.023
	0.0219
	0.038
	0.0357
	0.0312
	0.0202

	HORVU.MOREX.r3.7HG0665560
	0.0002
	0.0003
	0.0002
	0.0001
	0.0002
	0.0002
	0.0001
	0.0001

	HORVU.MOREX.r3.7HG0665570
	0.0042
	0.0017
	0.0051
	0.0017
	0.0064
	0.0014
	0.0117
	0.0024

	HORVU.MOREX.r3.7HG0665590
	0.0017
	0.0038
	0.001
	0.0025
	0.0024
	0.0052
	0.0013
	0.0018

	HORVU.MOREX.r3.7HG0665610
	0.0266
	0.0402
	0.0369
	0.0384
	0.0391
	0.0389
	0.0469
	0.045

	HORVU.MOREX.r3.7HG0665620
	0
	0
	0
	0
	0
	0
	0
	0

	HORVU.MOREX.r3.7HG0665630
	0.0067
	0.0082
	0.005
	0.0064
	0.008
	0.0087
	0.0073
	0.0069

	HORVU.MOREX.r3.7HG0665650
	0.0001
	0.0001
	0
	0.0001
	0.0001
	0
	0.0001
	0

	HORVU.MOREX.r3.7HG0665680
	0.001
	0.0011
	0.001
	0.0009
	0.0011
	0.0015
	0.0014
	0.0011

	HORVU.MOREX.r3.7HG0665710
	0.0057
	0.0057
	0.0039
	0.0035
	0.004
	0.0055
	0.0043
	0.002

	HORVU.MOREX.r3.7HG0665730
	0.0075
	0.0064
	0.006
	0.0048
	0.0035
	0.0047
	0.0042
	0.0033

	HORVU.MOREX.r3.7HG0665750
	0.0042
	0.0049
	0.0148
	0.0099
	0.006
	0.0066
	0.0148
	0.0081

	HORVU.MOREX.r3.7HG0665770
	0.0021
	0.0027
	0.0024
	0.002
	0.0024
	0.0025
	0.0031
	0.0028

	HORVU.MOREX.r3.7HG0665780
	0.0003
	0.0005
	0.0005
	0.0008
	0.0005
	0.0006
	0.0006
	0.0006

	HORVU.MOREX.r3.7HG0665810
	0.0002
	0
	0.0001
	0
	0.0001
	0.0001
	0.0001
	0.0001

	HORVU.MOREX.r3.7HG0665830
	0.0013
	0.0014
	0.0006
	0.0006
	0.0007
	0.0017
	0.0008
	0.0009

	The 2-ΔCT value in leaves

	Gene ID
	24ck-F
	24ck-T
	24h-F
	24h-T
	48ck-F
	48ck-T
	48h-F
	48h-T

	HORVU.MOREX.r3.7HG0665410
	0.0014
	0.0013
	0.001
	0.0008
	0.0019
	0.0015
	0.0025
	0.0018

	HORVU.MOREX.r3.7HG0665460
	0
	0
	0.0001
	0
	0.009
	0
	0
	0

	HORVU.MOREX.r3.7HG0665480
	0.003
	0.0029
	0.002
	0.0016
	0.0046
	0.0026
	0.0029
	0.0029

	HORVU.MOREX.r3.7HG0665490
	0.0003
	0.0002
	0.0013
	0.0004
	0.0005
	0.0003
	0.001
	0.0003

	HORVU.MOREX.r3.7HG0665510
	0
	0
	0
	0
	0.0001
	0
	0
	0

	HORVU.MOREX.r3.7HG0665520
	0.0009
	0.0011
	0.0011
	0.0015
	0.0011
	0.0013
	0.0008
	0.0011

	HORVU.MOREX.r3.7HG0665530
	0.0724
	0.1003
	0.0611
	0.0651
	0.1637
	0.1535
	0.1352
	0.0778

	HORVU.MOREX.r3.7HG0665540
	0.0362
	0.0352
	0.0241
	0.0206
	0.0479
	0.0405
	0.0343
	0.0228

	HORVU.MOREX.r3.7HG0665560
	0.0001
	0.0001
	0.0001
	0.0001
	0.0002
	0.0002
	0.0001
	0.0002

	HORVU.MOREX.r3.7HG0665570
	0.004
	0.0042
	0.0053
	0.0023
	0.0059
	0.0007
	0.0048
	0.0008

	HORVU.MOREX.r3.7HG0665590
	0.0046
	0.0063
	0.0086
	0.0189
	0.0096
	0.0136
	0.0071
	0.0204

	HORVU.MOREX.r3.7HG0665610
	0.0223
	0.0244
	0.0317
	0.0285
	0.0268
	0.0234
	0.0224
	0.0245

	HORVU.MOREX.r3.7HG0665620
	0.0001
	0
	0.0001
	0.0001
	0.0001
	0.0001
	0.0001
	0.0001

	HORVU.MOREX.r3.7HG0665630
	0.0076
	0.0116
	0.0083
	0.0085
	0.0102
	0.0103
	0.0083
	0.0091

	HORVU.MOREX.r3.7HG0665650
	0
	0
	0.0001
	0.0001
	0
	0
	0.0001
	0

	HORVU.MOREX.r3.7HG0665680
	0.0011
	0.0016
	0.0012
	0.0008
	0.0018
	0.0015
	0.001
	0.0007

	HORVU.MOREX.r3.7HG0665710
	0.0156
	0.0219
	0.0043
	0.0037
	0.0254
	0.0199
	0.0036
	0.0026

	HORVU.MOREX.r3.7HG0665730
	0.006
	0.0065
	0.003
	0.0038
	0.0069
	0.0073
	0.0033
	0.0029

	HORVU.MOREX.r3.7HG0665750
	0.0063
	0.0066
	0.0182
	0.0084
	0.0088
	0.007
	0.0759
	0.0399

	HORVU.MOREX.r3.7HG0665770
	0.0037
	0.005
	0.0031
	0.002
	0.0044
	0.0042
	0.0025
	0.0017

	HORVU.MOREX.r3.7HG0665780
	0.001
	0.001
	0.0006
	0.0005
	0.0007
	0.0008
	0.0012
	0.0006

	HORVU.MOREX.r3.7HG0665810
	0.0001
	0.0001
	0
	0
	0.0001
	0
	0.0004
	0

	HORVU.MOREX.r3.7HG0665830
	0.0081
	0.0099
	0.0031
	0.0019
	0.0141
	0.0096
	0.0025
	0.0016













[bookmark: OLE_LINK2]Fig. S5 The CDS sequence of HvNCX in Morex, Franklin and TAM407227
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[TGGCAGCTGCATTTGCAGACCCACTTGTTGATGCTGTGCACAACTTTTCAAGTGCTACCAGTATACCGTCTTTTTTCATTTCCTTCATTGCGATGCCCTT]
T GGCAGCTGCATTTGCAGACCCACT TGTTGATGCTGTGCACAACTTTTCAAGTGCTACCAGTATACCGTCTTTTTTCATTTCCTTCATTGCGATGCCCTT]

T GGCAGCTGCATTTGCAGACCCACT TGTTGATGCTGTGCACAACTTTTCAAGTGCTACCAGTATACCGTCTTTTTTCATTTCCTTCATTGCGATGCCCTT]

|GGCTACCAATTCCAGTGAGGCTGTCTCAGCAATTATCTTTGCCAGCCGARAGAAGCAACGCACTCTGTCTCTGACATTCTCAGAGGTGTACGGTGGAGT
GTCTCAGCAATTATCTTTGCCAGCCGARAGAAGCAACGCACTCTGTCTCTGACATTCTCA
GTCTCAGCAATTATCTTTGCCAGCCGAAAGAAGCAACGCACTCTGTCTCTGACATTCTCAGAGGTGTACGETGGAGT!

TGGCTCTCGTCTACATCAGGGGCTTAACTTGGGACTTCTCATCGGAGGTCCTCGTCATCTTCCTC
TGGCCGTGETTCCTGGECTCTCGTCTACATCAGGGGCTTAACTTGGGACTTCTCATCGGAGGTCCTCGTCATCTTCCTC!
ACCATGAACAACACGCTCTGCCTGGCCGTGTTCCTGGCTCTCGTCTACATCAGGGGCTTAACTTGGGACTTCTCATCGGAGETCCTCGTCATCTTCCTC

T CTGTGTCATAATGGGACTCTTCACCAGCTTCCGGACCATGTTCCCCCTGTGEACGTGCTTCGTCGCATTCCTTCTGTACCCGCTGTCGCTGATCTTGET]
T CTGTGTCATAATGGGACTCTTCACCAGCTTCCGEACCATGTTCCCCCTCTGEACGTGCTTCGTCGCATTCCTTCTGTA
| TCTGTGTCATAATGGGACTCTTCACCAGCT TCCGGACCATGTTCCCCCTGTGGACGTGCTTCGTCGCATTCCTTCTGTACCCGCTGTCGCTGATCTTGET]

T ACATCCTCGACTACRAAGTTTGGCTGGTCGTAANRRER
T TACATCCTCGACTACAAGTTTGGCTGETCCTAANRER
rracaTcerccacTacaacTTTGECTGETCGTAANRER
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ATGCCGCCGCCGCGCACCCTCETCGTCCTCETCCTCETCCTCGCCGTCATCGTCGTCGGCEECGECGTCGCGECCCATGECCGCCTCCTCGCCTCCGEC]]
ATGCCGCCGCCGCGCACCCTCETCGTCCTCETCCTCETCCTCGCCGTCATCETCETCGGCEECEECETCECGECCCATGECCGCCTCCTCGCCTCCGEC]
ATGCCGCCGCCGCGCACCCTCETCGTCCTCETCCTCETCCTCGCCGTCATCCTCETCGGCEECEECETCECGECCCATGECCGCCTCCTCGCCTCCGEC

|GCCTCCCGEEECAGEEEAGCECGTCCEACGCCGCCGTGCTCCGCCTCCCETCGECGGEECEECTGEGCGEGGAGECTGAGGAGGGCGGGTGCGAGATGA]
|GCCTCCCGEEECAGEEEAGCECETCCEACGCCECCETGCTCCGCCTCCCETCGECGEEECEECTGEECGEECACECTCAGGAGGGCGEETCCGAGATGA
lcCCTCCCGEEECAGEEEAGCECETCCEACGCCECCETECTCCGCCTCCCETCEECGEEECEECTGEECGEECACECTCAGGAGGGCEEETCCGAGATCA]

|CTACGGCTTCCTGCCGTGCACGGAGACT AACCTCTTCCTCGCGCTCGCCTACGGCTTCCTCATGTTCAAGTCCGCCACCTACCTCTCCGC
|CTACGGCTTCCTGCCETGCACGEAGACGRCGEEECERAACCTCTTCCTCGCGCTCGCCTACGGCTTCCTCATGTTCAAGTCCGCCACCTACCTCTCCGCT
lcraceeerTecTecceTecacceaGACq AACCTCTTCCTCGCGCTCGCCTACGGCTTCCTCATGTTCAAGTCCGCCACCTACCTCTCCGC

|GGCAGCGAGCTGCTGCTCGAGATCCTCGECCCEEEEATCGTCGECGECCTCTTCCTCCCCATCCTCGGCGCGCTGCCAGACGCCCTGCTAATCCTCGTT:
|GGCAGCEAGCTECTGCTCEAGATCCTCGECCCEEEEATCETCGECEECCTCTTCCTCCCCATCCTCGECGCGCTGCCAGACGCCCTGCTAATCCTCGTT:
|cGCAGCEAGCTECTGCTCEAGATCCTCEECCCEEEEATCETCEECEECCTCTTCCTCCCCATCCTCGECGCGCTGCCAGACGCCCTGCTAATCCTCGTT!

|CTGGCCTCTCTGGCACTARGGAGGT TGCTCARAGTCAGGTTTTGATCGGAATGGGCCTGCTGGCGGGATCGACGATCATGCTTTTGACCATACTTTGGGS
|CTGGCCTCTCTGECACTARGEAGET TGCTCARAGTCAGGTTTTGATCGGARTGEGCCTGCTGGCGGGATCGACGATCATGCTTTTGACCATACTTTGGGH
|CTGGCCTCTCTGECACTARGEAGET TGCTCARAGTCAGGTTTTGATCGGAATGEGCCTGCTGGCGGGATCGACGATCATGCTTTTGACCATACTTTGGGH

ATCTTGTGTTATTGTCGGTAAATGTGATCTGTCAGAGAATTCAACTACAGTTGATTCCCAAGATACCAAAGCCTTCAGTCTTTTGGGCTCTGGTGTTTCA
ATCTTGTGTTATTGTCGGTAAATGTGATCTGTCAGAGAATTCAACTACAGTTGATTCCCAAGATACCAAAGCCTTCAGTCTTTTGGGCTCTGGTGTTTCA
ATCTTGTGTTATTCTCGGTAAATGTGATCTGTCAGAGAATTCAACTACAGTTGATTCCCAAGATACCAAAGCCTTCAGTCTTTTGGGCTCTGGTGTTTCA

ACTGATTTGCAGACCAGCTATGCAGCAAGAATCATGGCAATATCTGTTCTCCCCTTTATTGTTGTTCAGATACCACAAATTCTGAAGCTCCAATCTGET]
ACTGATTTGCAGACCAGCTATGCAGCAAGAATCATGGCAATATCTGTTCTCCCCTTTATTGTTGTTCAGATACCACARATTCTGAAGCTCCAATCTGET]]
ACTGATTTGCAGACCAGCTATGCAGCAAGAATCATGGCAATATCTGTTCTCCCCTTTATTGTTGTTCAGATACCACAAATTCTGAAGCTCCAATCTGET])

ATCGCTTAACTCTACTGCTTGGGCTTATAGTTGCAGTGCTACT TCTGCTTACT TATTGCCTATACCAGATCTTTCAGCCATGGATCCAGAGGAGARAAT"
ATCGCTTAACTCTACTGCTTGGECTTATAGTTGCAGTGCTACT TCTGCTTACT TATTGCCTATACCAGATCTTTCAGCCATGGATCCAGAGGAGARRAT"
ATCGCTTAACTCTACTGCTTGGECTTATAGTTGCAGTGCTACT TCTGCTTACT TATTGCCTATACCAGATCTTTCAGCCATGGATCCAGAGGAGARRAT"

AGAATATTCAAGACTGAAGCATGTAATGTCTGGGCTTCTGAAACATGCTCARATGCATACT T TTGGTCACCTTATTGATGATGATGGCACACCARATCT!
AGAATATTCAAGACTGAAGCATGTAATGTCTGGGCTTCTGAAACATGCTCARATGCATACTTTTGGTCACCTTATTGATGATGATGGCACACCARATCT"
AGAATATTCAAGACTGAAGCATGTAATGTCTGGGCTTCTGAAACATGCTCARATGCATACTTTTGGTCACCTTATTGATGATGATGGCACACCARATCT"

T CTGTCATAGAGAAGT TATTTCACARAATTGATCTGGACAATGATGGAAT GATAGGGCGTGGTGAACTACAAGCTTTCATTGTTGGTGTGAATTTTGAAG)
T CTGTCATAGAGAAGT TATTTCACARRATTGATCTGGACAATGATGGAATGATAGGGCGTGETGAACTACAAGCTTTCATTGTTGGTGTGAATTTTGAAGE
T CTGTCATAGAGAAGT TATTTCACARRATTGATCTGGACAATGATGGAATGATAGGGCGTGETGAACTACAAGCTTTCATTGTTGGTGTGAATTTTGAAG

ATATTGAGTTGGATAGTAACCTAGCTGCAGACCAAGTCATGGCTGACT TTGATAGGTCTCGGAATAGTTCCATTGAAAAGGGAGAATTCGTTGATGGCE!
ATATTGAGTTGGATAGTAACCTAGCTGCAGACCAAGTCATGGCTGACT TTGATAGGTCTCGGAATAGTTCCATTGAARAGGGAGAATTCGTTGATGGCE!
ATATTGAGTTGGATAGTAACCTAGCTGCAGACCAAGTCATGGCTGACT TTGATAGGTCTCGGAATAGTTCCATTGAARAGGGAGAATTCGTTGATGECE!

|CCTTAGATGGCTGGAAGAAGCTAAGCGTGTTGTTGCTGGTTCTGGTGCCTACTCAAARAAGT TTATGGATGAT TTTCACATTACAACAGGGGAAGAGCA!
|CCTTAGATGGCTGGAAGAAGCTAAGCETGTTGTTGCTGETTCTGETGCCTACTCAAARAAGT TTATGGATGAT TTTCACATTACAACAGGGGAAGAGCA!
|CCTTAGATGGCTGGAAGAAGCTAAGCETGTTGTTGCTGETTCTGETGCCTACTCAAARAAGT TTATGGATGAT TTTCACATTACAACAGGGGAAGAGCA!

AATGCACTGCTTGACAAGCATGAAGAGGATGATGAATCTATTGARAATCCAACCTGGACATGCTTCAAGGCTATTTCACT TTTGCTTCTCGGAACTGCAA
AATGCACTGCTTGACAAGCATGAAGAGGATGATGAATCTATTGARAATCCAACCTGGACATGCTTCAAGGCTATTTCACTTTTGCTTCTCGGAACTGCAA
AATGCACTGCTTGACAAGCATGAAGAGGATGATGAATCTATTGAAAATCCAACCTGGACATGCTTCAAGGCTATTTCACTTTTGCTTCTCGGAACTGCAA





