Table S7 Comparison of SNPs detected by 1000-seed weight (SW) in this study with previously published significant loci for SW. 
	Significant SNPs associated with SW detected in this study
	Previously published significant loci for SW

	SNP
	Pos. (bp)
	P value
	PVE (%)
	Trait
	Loci
	PVE (%)
		Reference

	chrA09__33133565
	33133565
	3.00E-07
	7.78%
	[bookmark: _GoBack]SW
	Bn-A09-p30654305
	6.32
	Li et al., 2014a

	chrA02__3698839
	3698839
	6.94E-07
	7.69%
	
	rs4600
	8.67%
	Lu et al., 2017a

	chrA02__3508511
	3508511
	2.21E-07
	8.46%
	
	rs4600
	8.67%
	

	chrA02__3545331
	3545331
	6.52E-07
	7.86%
	
	rs4600
	8.67%
	

	chrA02__3572582
	3572582
	4.14E-07
	8.35%
	
	rs4600
	8.67%
	

	chrA02__3572672
	3572672
	4.74E-07
	7.81%
	
	rs4600
	8.67%
	

	chrA02__3572899
	3572899
	1.17E-07
	8.17%
	
	rs4600
	8.67%
	

	chrA02__3573024
	3573024
	7.92E-08
	8.26%
	
	rs4600
	8.67%
	

	chrA02__3573374
	3573374
	1.21E-07
	8.52%
	
	rs4600
	8.67%
	

	chrA10__10323174
	10323174
	5.31E-08
	8.82%
	
	rs23708
	4.55%
	

	chrC04__46869859
	46869859
	4.57E-07
	6.67%
	
	rs35690
	8.27%
	

	chrC04__46869727
	46869727
	2.97E-07
	8.21%
	
	rs35690
	8.27%
	

	chrC04__46869842
	46869842
	7.31E-07
	6.40%
	
	rs35690
	8.27%
	

	chrA01__8133900
	8133900
	1.39E-07
	8.31%
	
	chrA01_ 8207090
	25.23
	Dong et al., 2018

	chrA01__8123651
	8123651
	5.13E-07
	8.29%
	
	chrA01_ 8207090
	25.23
	

	chrA01__8125167
	8125167
	3.24E-07
	8.26%
	
	chrA01_ 8207090
	25.23
	

	chrA01__8133873
	8133873
	6.82E-07
	7.79%
	
	chrA01_ 8207090
	25.23
	

	chrA01__8135051
	8135051
	1.39E-07
	8.31%
	
	chrA01_ 8207090
	25.23
	

	chrA01__8135060
	8135060
	5.55E-07
	8.28%
	
	chrA01_ 8207090
	25.23
	

	chrA09__27535146
	27535146
	2.26E-07
	8.76%
	
	cqSW.A09
	31.20%
	Basunanda et al., 2010; Yang et al., 2012; Li et al., 2014a; Fu et al., 2015; Liu et al., 2015; Dong et al., 2018

	chrA09__27915575
	27915575
	1.16E-07
	9.34%
	
	
	
	

	chrA03__18945635
	18945635
	9.56E-08
	8.83%
	
	cqSW.A03-2
	13.70%
	Song et al., 2020


Note: SNP, single nucleotide polymorphism; PVE, phenotypic variation, 
