Supplementary Table 1 Detailed GEO datasets used for identifying the aberrant differently expressed genes in OSCC vs normal oral epithelium
	GEO Datasets
	Last Update 
	Contributor
	Sample amount
	Accessing website

	GSE30784
	Mar 25, 2019
	Chu Chen
	167 OSCC and 45 normal oral epithelium
	https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE30784

	GSE78060
	May 25, 2019
	Tomohiro Enokida
	26 OSCC and 4 normal oral epithelium
	https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE78060

	GSE31056
	Oct 16, 2012
	Levi Waldron
	23 OSCC and73 normal oral epithelium
	https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE31056

	GSE37991
	Oct 6, 2020
	Chia Huei Lee
	40 OSCC and 40 normal oral epithelium
	https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE37991



Supplementary Table 2 Detailed information of the differently expressed genes in OSCC vs normal oral epithelium analyzed based on four GEO profiles  
 
	GEO datasets
	<2 Fold
	2~4 fold
	4~8 fold
	>8 fold
	overall

	GSE30784
	15326
	2686
	664
	305
	18981

	GSE78060
	1024
	2013
	668
	227
	3932

	GSE31056
	3609
	1362
	444
	280
	5695

	GSE37991
	9173
	1844
	389
	100
	11506

	Overall
	23671
	4285
	1491
	607
	30054
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