Supplementary Figure Legends

Supplementary Figure 1. A. (left side) Graphical view of a network built by the validated targets of the 11 differently expressed miRNAs signature. Targets of each miRNA are graphed with a specific colour. Orange and purple colours indicate targets triggered by three or two miRNAs respectively. (right side) Graphical view of miR-193a-5p (blue) targets, miR-181a-5p (yellow) and their common targets (purple). B-C. Boxplot analysis representing miR-181a-5p (B) or miR-193a-5p (C) log2 expression levels among the different mesothelioma stages from the mesothelioma TCGA dataset.

Supplementary Table 1. List of 11 significantly dysregulated miRNAs between the baseline and after the three months of AWPC treatment.

Supplementary Table 2. List of 15 significantly dysregulated miRNAs between unmatched tissues from benign pleural lesions (same type we used as an inclusion criterion in the trial) derived from 12 subjects and mesothelioma-derived tissues collected from 29 patients.
