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Table S1 Strains, plasmids used in this study

	Strain or plasmid
	Genotype 
	Reference or source

	E. coli TOP 10
	cloning host
	Biomed

	Saccharomyces cerevisiae BY4741
	MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0 MATa his3Δ1 leu2Δ0 met15Δ0 ura3Δ0
	Lab collection

	Control 
	S. cerevisiae BY4741/pRS403
	This study

	BSS
	S. cerevisiae BY4741/ pRS403-ATF-PG
	This study

	Plasmids
	
	

	pRS403
	his3，AmpR
	Lab collection

	pETduet-eGFP
	egfp-TCyc1
	Lab collection

	pRS403-ATF
	PTFE2-metJ-her-vp16-TTPI
	This study

	pRS403-ATF-PG
	PTFE2-metJ-her-vp16-TPTI-PCyc1-metbox-egfp-TCyc1
	This study



































Table S2 Primers used for PCR in this study
	Constructs
	Oligo name
	Oligonucleotides(5’-3) 

	TEF2
	SalI-TEF2-overlap-F
	ACGCGTCGACGGGCGCCATAACCAAGGT

	
	TEF2(metJGS)-overlap-R
	TCGCCGCTCCATTCAGCCATGTTTAGTTAATTATAGTTCG TTGACCGTATATTC

	metJ
	(TEF2)metJGS-overlap-F 
	AACTATAATTAACTAAACATGGCTGAATGGAGCGGC

	
	metJGS(hSER)-overlap-R
	TCTCATGTCTCCAGCAGAAGAACCACCACCACCAGAAC CACCACCACCAGAACCACCACCACCACTAGCTTAGTATTCCCACGTCTCCG

	her
	HER-overlap-F
	TGGTGGTGGTTCTTCTGCTGGAGACATGAGAG

	
	HER-overlap-R
	CTAAGTGGAGCTCCGATGAAGTAGAGCCCGC

	TPIt
	(VP16)TPIt-overlap-F
	TTGACGAGTACGGTGGGTAGGATTAATATAATTATATAAAAATATTATCTTCTTTTCTTTATATC

	
	EcoRV-TPIt(his)-over-R
	TGCAGGATATCCTATATAACAGTTGAAATTTGGATAAGAA CATCTTC

	Cyc1metBoxn
	SacII-Cyc1metBoxn-overlap-F
	TCCCCGCGGGGAATTCTCAAGCCCACG

	
	Cyc1metBoxn(eGFP-Cyc1t)-overlap-R
	TCCTCGCCCTTGCTCACCATGGATCCCGTAT TAATTTAGTGTG

	eGFP-Cyc1t
	(Cyc1metBoxn)eGFP-Cyc1t-overlap-F
	ACTAAATTAATACGGGATCCATGGTGAGCAA GGGCGAG

	
	SpeI-eGFP-Cyc1t-overlap-R
	GGACTAGTGCAATTAAAGCCTTCGAGCGT

	
	
	


 The bold characters indicated restriction sites for plasmid construction. 













Synthetic transcription factor MetJ-GS-hER-VP16
The synthetic TF is composed of the bacterial DNA-binding domain MetJ, GS linker, the human estrogen receptor binding domain hER, and an activation domain VP16. 
The sequences of MetJ-GS-hER-VP16 are shown below. The DNA binding domain MetJ is shown in red; the GS linker is blue; the human estrogen receptor is in green; VP16 is in yellow. 
>Synthetic TF 
ATGGCTGAATGGAGCGGCGAATATATCAGCCCATACGCTGAGCACGGCAAGAAGAGTGAACAAGTCAAAAAGATTACGGTTTCCATTCCTCTTAAGGTGTTAAAAATCCTCACCGATGAACGCACGCGTCGTCAGGTGAACAACCTGCGTCACGCTACCAACAGCGAGCTGCTGTGCGAAGCGTTTCTGCATGCCTTTACCGGGCAACCTTTGCCGGATGATGCCGATCTGCGTAAAGAGCGCAGCGACGAAATCCCGGAAGCGGCAAAAGAGATCATGCGTGAGATGGGGATTAACCCGGAGACGTGGGAATACTAAGCTAGTGGTGGTGGTGGTTCTGGTGGTGGTGGTTCTGGTGGTGGTGGTTCTTCTGCTGGAGACATGAGAGCTGCCAACCTTTGGCCAAGCCCGCTCATGATCAAACGCTCTAAGAAGAACAGCCTGGCCTTGTCCCTGACGGCCGACCAGATGGTCAGTGCCTTGTTGGATGCTGAGCCCCCCATACTCTATTCCGAGTATGATCCTACCAGACCCTTCAGTGAAGCTTCGATGATGGGCTTACTGACCAACCTGGCAGACAGGGAGCTGGTTCACATGATCAACTGGGCGAAGAGGGTGCCAGGCTTTGTGGATTTGACCCTCCATGATCAGGTCCACCTTCTAGAATGTGCCTGGCTAGAGATCCTGATGATTGGTCTCGTCTGGCGCTCCATGGAGCACCCAGGGAAGCTACTGTTTGCTCCTAACTTGCTCTTGGACAGGAACCAGGGAAAATGTGTAGAGGGCATGGTGGAGATCTTCGACATGCTGCTGGCTACATCATCTCGGTTCCGCATGATGAATCTGCAGGGAGAGGAGTTTGTGTGCCTCAAATCTATTATTTTGCTTAATTCTGGAGTGTACACATTTCTGTCCAGCACCCTGAAGTCTCTGGAAGAGAAGGACCATATCCACCGAGTCCTGGACAAGATCACAGACACTTTGATCCACCTGATGGCCAAGGCAGGCCTGACCCTGCAGCAGCAGCACCAGCGGCTGGCCCAGCTCCTCCTCATCCTCTCCCACATCAGGCACATGAGTAACAAAGGCATGGAGCATCTGTACAGCATGAAGTGCAAGAACGTGGTGCCCCTCTATGACCTGCTGCTGGAGATGCTGGACGCCCACCGCCTACATGCGCCCACTAGCCGTGGAGGGGCATCCGTGGAGGAGACGGACCAAAGCCACTTGGCCACTGCGGGCTCTACTTCATCGGAGCTCCACTTAGACGGCGAGGACGTGGCGATGGCGCATGCCGACGCGCTAGACGATTTCGATCTGGACATGTTGGGGGACGGGGATTCCCCGGGTCCGGGATTTACCCCCCACGACTCCGCCCCCTACGGCGCTCTGGATATGGCCGACTTCGAGTTTGAGCAGATGTTTACCGATGCCCTTGGAATTGACGAGTACGGTGGGTAG
Recombinant promoters 
We used the Cyc1 core promoter as a template of the synthetic promoters driving expression of eGFP. The metbox from metA inserted in the Cyc1 promoter is underlined.
>Modified Cyc1 promoter 
[bookmark: OLE_LINK3][bookmark: OLE_LINK4]GGAATTCTCAAGCCCACGCGTAGGCAATCCGGAGCTATCTGGATGTCTAAACGTATAAGCGTATCCTCGAGCAGATCCGCCAGGCGTGTATATATAGCGTGGATGGCCAGGCAACTTTAGTGCTGACACATACAGGCATATATATATGTGTGCGACGACACATGATCATATGGCATGCATGTGCTCTGTATGTATATAAAACTCTTGTTTTCTTCTTTTCTCTAAATATTCTTTCCTTATACATTAGGACCTTTGCAGCATAAATTACTATACTTCTATAGACACACAAACACAAATACACACACTAAATTAATACGGGATCC









