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Supplementary Figure 1: The sequencing results of Sanger Sequence Chromatogram Data of ITS region of fungus (AS_F). 
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Supplementary Figure 2: The sequencing results of Sanger Sequence Chromatogram Data of 18 S rDNA region of fungus (AS_F). 
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Supplementary Figure 3:  UV-Vis spectrum of the Penicillium citrinum extract containing β-carotene between 350 nm to 500nm


[image: C:\Users\User\Desktop\beta.tif]
[bookmark: _GoBack]Supplementary Figure 4: Chemical structure of β-carotene showing C-H, CH2 and CH3, C=C alkene ring, 11 pi bonds 




Supplementary Figure 5: Standard plot of β-Carotene from 20 to 100 ppm by HPLC.




Supplementary Table 1:  Evolutionary divergence between sequences analysis of ITS (a) and 18s rDNA region (b); Standard error estimate(s) are shown in the diagonal. 

	AS_F
	
	0.004
	0.004
	0.004
	0.004
	0.003
	0.004
	0.003
	0.003
	0.004
	0.003

	MN634643.1
	0.008
	
	0.000
	0.000
	0.000
	0.004
	0.002
	0.004
	0.004
	0.000
	0.004

	OM373020.1
	0.008
	0.000
	
	0.000
	0.000
	0.004
	0.002
	0.004
	0.004
	0.000
	0.004

	JQ712839.1
	0.008
	0.000
	0.000
	
	0.000
	0.004
	0.002
	0.004
	0.004
	0.000
	0.004

	MW014916.1
	0.008
	0.000
	0.000
	0.000
	
	0.004
	0.002
	0.004
	0.004
	0.000
	0.004

	KX611014.1
	0.004
	0.008
	0.008
	0.008
	0.008
	
	0.003
	0.000
	0.000
	0.004
	0.002

	KT844552.1
	0.010
	0.002
	0.002
	0.002
	0.002
	0.006
	
	0.003
	0.003
	0.002
	0.004

	MK246010.1
	0.004
	0.008
	0.008
	0.008
	0.008
	0.000
	0.006
	
	0.000
	0.004
	0.002

	MK713439.1
	0.004
	0.008
	0.008
	0.008
	0.008
	0.000
	0.006
	0.000
	
	0.004
	0.002

	KY776337.1
	0.008
	0.000
	0.000
	0.000
	0.000
	0.008
	0.002
	0.008
	0.008
	
	0.004

	MT141138.1
	0.004
	0.008
	0.008
	0.008
	0.008
	0.002
	0.008
	0.002
	0.002
	0.008
	


(a)

(b)
	AS_F
	
	0.002
	0.002
	0.002
	0.002
	0.002
	0.002
	0.002
	0.002
	0.002
	0.002

	MK615877.1
	0.006
	
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000

	MG456717.1
	0.006
	0.000
	
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000

	LC127087.1
	0.006
	0.000
	0.000
	
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000

	KU182953.1
	0.006
	0.000
	0.000
	0.000
	
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000

	KP872503.1
	0.006
	0.000
	0.000
	0.000
	0.000
	
	0.000
	0.000
	0.000
	0.000
	0.000

	KM096252.1
	0.006
	0.000
	0.000
	0.000
	0.000
	0.000
	
	0.000
	0.000
	0.000
	0.000

	KM096251.1
	0.006
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	
	0.000
	0.000
	0.000

	KM096250.1
	0.006
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	
	0.000
	0.000

	KM096249.1
	0.006
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	
	0.000

	ON026131.1
	0.006
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	








Supplementary Table 2: UV-VIS spectrum data for absorbance of the fungal extract (Penicillium citrinum) at different wavelengths. 
	S.no
	Wavelength
(nm)
	Absorbance

	1.
	482.80
	0.703

	2.
	456.80
	0.873

	3.
	434.40
	0.740
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