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sp|P62195|PSMC5

1. K.GVLLYGPPGTGK.T [185, 196]

2. R.VSGSELVQK.F [214, 222]

3. R.LEGGSGGDSEVQR.T [259, 271] 

In
te

n
s
it
y
 (

1
0

^3
)

Retention time
Controls

In
te

n
s
it
y
 (

1
0

^3
)

In
te

n
s
it
y
 (

1
0

^3
)

In
te

n
s
it
y
 (

1
0

^3
)

In
te

n
s
it
y
 (

1
0

^3
)

In
te

n
s
it
y
 (

1
0

^3
)

Retention time Retention time

Retention time Retention time Retention time

Cerulenin

CeruleninControls

CeruleninControls

In
te

n
s
it
y
 (

1
0

^6
)

In
te

n
s
it
y
 (

1
0
^6

)

m/z

In
te

n
s
it
y

In
te

n
s
it
y
 (

1
0

^3
)

Retention time
Controls

In
te

n
s
it
y
 (

1
0

^3
)

In
te

n
s
it
y
 (

1
0

^3
)

In
te

n
s
it
y
 (

1
0

^3
)

In
te

n
s
it
y
 (

1
0

^3
)

In
te

n
s
it
y
 (

1
0

^3
)

Retention time Retention time

Retention time Retention time Retention time

Cerulenin

CeruleninControls

In
te

n
s
it
y
 (

1
0

^6
)

m/z

In
te

n
s
it
y

CeruleninControls

In
te

n
s
it
y
 (

1
0

^6
)

m/z

In
te

n
s
it
y

In
te

n
s
it
y
 (

1
0

^3
)

Retention time
Controls

In
te

n
s
it
y
 (

1
0

^3
)

In
te

n
s
it
y
 (

1
0

^3
)

In
te

n
s
it
y
 (

1
0

^3
)

In
te

n
s
it
y
 (

1
0

^3
)

In
te

n
s
it
y
 (

1
0

^3
)

Retention time Retention time

Retention time Retention time Retention time

Cerulenin

0

10

20

30

0

2

4

6

8

10

12

0
200 400 600 800 1000

0.2

0.4

0.6

0.8

1.0

1.2

0

2

4

6

8

10

12

14

16

0
200 400 600 800 1000

0.2

0.4

0.6

0.8

1.0

1.2

0
1000

0.2

0.4

0.6

0.8

1.0

1.2

500

0

10

20

30

S5



sp|P62979|RPS27A

2. R.TLSDYNIQK.E [55, 63]

3. K.ESTLHLVLR.L [64, 72]
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sp|Q13315|ATMK

1. K.IELGWEVIK.D [389, 397] 

2. K.ENGLEPHLVK.K [1182, 1191] 

3. K.FLDPAIWFEK.R [2839, 2848]
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