Supplementary data S2: Fasta files of StOFP20 haplotypes

Van Eck et al. 
Engineering of tuber shape in potato (Solanum tuberosum) with marker assisted breeding or genetic modification using StOFP20.

StOFP20 haplotypes were identified in phased assemblies of the tetraploid varieties Altus (PRJNA718240 ; SAMN19812628) and Colomba (PRJNA718240 ; SAMN19812629). Details on these phase assembled genomes are described by Hoopes et al. (2022). https://doi.org/10.1016/j.molp.2022.01.003
Altus scaffold_2173 contains the haplotype StOFP20.1; Altus scaffold_3525 contains haplotype StOFP20.3. Colomba scaffold_216 contains haplotype StOFP20.2; Colomba scaffold_10792 contains haplotype StOFP20.4.

These haplotypes and other haplotypes were also identified by Sanger sequencing of PCR amplification products of StOFP20 from 19 tetraploid varieties. PCR products were cloned and individual colonies were sequences, which resulted in 82 complete sequences, distributed over a total of 11 unique haplotypes. Haplotypes were numbered 1 to 7, while the unnamed and haplotype of DM is not shown, as it represents a deletion. Nevertheless the recessive DM allele contributes a long phenotype, in the absence of dominant round alleles. Haplotypes with limited sequence divergence were grouped and indicated as a, b or c versions as follows:
Haplotype 1 is represented by StOFP20.1, and by a recombinant haplotype StOFP20.1rec3, combining pieces of StOFP20.1 and StOFP20.3, and a third haplotype StOFP20.1c 
Haplotype 5 and 6 are represented by StOFP20.5a and StOFP20.5b and by StOFP20.6a and StOFP20.6b, respectively. 

The table below summarizes details on each haplotype. The potato varieties, which provided haplotypes, are sorted according to the second column, where the phenotypic scale for tuber shape is as follows: 1 = very long; 2, 3 = long; 4 = long-oval; 5, 6 = oval; 7 = round-oval; 8, 9 = round.
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>StOFP20.1_Altus_scaffold_2173
ATGGGGAATTATAGGTTTAGATTATCAGATATGATGCCAAATGCTTGGTTTTACAAACTCAAAGAAATAGGCAAAAGCAGCAGCAGCAGCAGCAGAAACAGCAGAAGCCATAGCCACACAACTTCATCAACATCAACATCATCATCAAATCTACAGCCAGACAAAAAAAGACAACCCCATAACCTTGGTTGTCAAAGAAAATCATATTACATTTCAAGAAACCTCACTAGTAGTAGTCCACCTGAAACATTTTCTCAGAATCCTATCTCTTCTAACAGCCCAAAACCCGATCATTTCACTGAGCCATCAAGAAAGTCTTGCAAGAAAAGGCGTAGTACCAATTCCAGGAAGAGAAATTCTCCCAAACTTGTCAATCCCTCTGTTTCAGCCAATTGTAGTTGCCGCGCTTCTGTTGAATCTGTCTGGACTAAAGCTGATTCCACCCCTGAAGAATACCCAAATTCATCTTCCTCTTCGTCGTCCTCATCACCATCTTCAATTTTGCCTGAAAAATCAAACCCCATTACTTCAATTACACCGTCTTGTGACTGCAGAACTGATTACATGAATCAAGATTCAGCCAATCTTGATCATGGGGTTCACTCTGTTTCCAAAATTGACCTTCCTCGTATCATAACCAAACCCGAAAAATTCGATGAAAAAAAAGAAGAAAAACAGAGGATTGTGAAACAAGAACAGAGGATAGTGAGAAGAGTATCAACAAATGGTGTGAAGCTGAGAACAAATTCACCAAGAATAACAACAAACAGCAAGAAGATTCAAGGAAGCAGAAAGAGTGTTTCATCAAAAAGGACAAGTGTTACAGAGAGCTTTGCAGTGGTGAAATCATCAAGAAATCCTCAGAAAGATTTCAGAGAATCAATGGTGGAAATGATAGTTGAGAATAATATAAGAACATCAAAGGATTTGGAAGAACTTCTTGCTTGCTATCTTTCATTAAATTCAGATGAGTATCATGATCTATTCATCAAAGTCTTCAAGCAAATCTGGTTCGACATCACTGAAATTCGACTGAAGTAA

>StOFP20.1rec3_Agria_E6
ATGGGGAATTATAGGTTTAGATTATCAGATATGATGCCAAATGCTTGGTTTTACAAACTCAAAGAAATAGGCAAAAGCAGCAGCAGCAGCAGCAGAAACAGCAGAAGCCATAGCCACACAACTTCATCAACATCAACATCATCATCAAATCTACAGCCAGACAAAAAAAGACAACCCCATAACCTTGGTTGTCAAAGAAAATCATATTACATTTCAAGAAACCTCACTAGTAGTAGTCTACCTGAAACATTTTCTCAGAATCCTATCTCTTCTAACAGCCCAAAACCCGATCATTTCACTGAGCCATCAAGAAAGTCTTGCAAGAAAAGGCGTAGTACCAATTCCAGGAAGAGAAATTCTCCCAAACTTGTCAATCCCTCTGTTTCAGCCAATTGTAGTTGCCGCGCTTCTGTTGAATCTGTCTGGACTAAAGCTGATTCCACCCCTGAAGAATACCCAAATTCATCTTCCTCTTCGTCGTCCTCATCACCATCTTCAATTTTGCCTGAAAAATCAAACCCCATGACTTCAATTTCACCGTCTTGTGACTGCAGAGCTGATTACATGAATCAAGATTCAGCCATTCTTGATCATGGGGTTCACTCTGTTTCTAAAATTGACCTTCCTCGTATCATAACCAAGCCCGAAAAATTCGATGAAAAAAAAGAAGAAAAACAGAGGATTGTGAAACAAGAACAGAGGATAGTGAGAAAAGTATCAACAAATGGTGTGAAGCTGAGAACAAATTCACCAAGAATAACAACAAACAGCAAGAAGATTCAAGGAAGCAGAAAAAGTGTTTCATCAAAAAGGACAAGTGTTACAGAGAGCTTTGCAGTGGTGAAATCATCAAGAAATCCTCAGAAAGATTTCAGAGAATCAATGGTGGAAATGATAGTTGAGAATAATATAAGAACATCAAAGGATTTGGAAGAACTTCTTGCTTGCTATCTTTCATTAAATTCAGATGAGTATCATGATCTAATCATCAAAGTCTTCAAGCAAATCTGGTTCGACATCACTGAAATTCGACTAAAGTAA

>StOFP20.1c_Atlantic_F12
ATGGGGAATTATAGGTTTAGATTATCAGATATGATGCCAAATGCTTGGTTTTACAAACTCAAAGAAATAGGCAAAAGCAGCAGCAGCAGCAGCAGAAACAGCAGAAGCCATAGCCACACAACTTCATCAACATCAACATCATCATCAAATCTACAGCCAGACAAAAAAAGACAACCCCATAACCTTGGTTGTCAAAGAAAATCATATTACATTTCAAGAAACCTCACTAGTAGTAGTCCACCTGAAACATTTTCTCATAATCCTATCTCTTCTAACAGCCCAAAACCCGATCATTTCACTGAGCCATCAAGAAAGTCTTGCAAGAAAAGGCGTAGTACCAATTCCAGGAAGAGAAATTCTCCCAAACTTGTCAATCCCTCTGTTTCAGCCATTTGTAGTTGCCGCGCTTCTGTTGAATCTGTCTGGACTAAAGCTGATTCCACCCCTGAAGAATACCCAAATTCATCTTCCTCTTCGTCGTCCTCATCACCATCTTCAATTTTGCCTGAAAAATCAAACCCCATTACTTCAATTACACCGTCTTGTGACTGCAGAACTGATTACATGAATCAAGATTCAGCCAATCTTGATCATGGGGTTCACTCTGTTTCCAAAATTGACCTTCCTCGTATCATAACCAAACCCGAAAAATTCGATGAAAAAAAAGAAGAAAAACAGAGGATTGTGAAACAAGAACAGAGGATAGTGAGAAGAGTATCAACAAATGGTGTGAAGCTGAGAACAAATTCACCAAGAATAACAACAAACAGCAAGAAGATTCAAGGAAGCAGAAAGAGTGTTTCATCAAAAAGGACAAGTGTTACAGAGAGCTTTGCAGTGGTGAAATCATCAAGAAATCCTCAGAAAGATTTCAGAGAATCAATGGTGGAAATGATAGTTGAGAATAATATAAGAACATCAAAGGATTTGGAAGAACTTCTTGCTTGCTATCTTTCATTAAATTCAGATGAGTATCATGATCTATTCATCAAAGTCTTCAAGCAAATCTGGTTCGACATCACTGAAATTCGACTAAAGTAA

>StOFP20.2_Colomba_scfld_216(935183..936256)_1074bp,chain-
ATGGGGAATTATAGGTTTAGATTATCAGATATGATGCCAAATGCTTGGTTTTACAAGCTCAAAGAAATAGGCAAAAGCAGCAGCAGCAGCAGCACCAGAAACAGCAGAGGCCATAGTCACACAACTTCATCAACATCAACATCATCATCAAATCTACAACCAGACAAAAAAAGGCAACCCCATAACCTTGGTTGTCAAAGAAAATCATATTACATTTCAAGAAACCTCACTAGTAGTAGTCCACCTGAAACATTTTCTCAGAATCCTATCTCTTCTAACAGCCCAAAACCCGATCATGATGTTCATTTCACTGAGCCATCAAGAAAGTCTTGCAAGAAAAGGCGTAGTACCAATTCCAGGAGGAGAAGTTCTCCTAAACTTGTCAATTATTCTCCCAAACTTGTCAATTCCTCTGTTTCAGCTAATTGTAGTTGCCGCGCTTCTGTTGAATCTGTCTGGACTAAAGCTGATTCCACCCCTGAAGAATACCCAAATTCATCTTCCTCTTCGTCGTCCTCATCACCGTCTTCAATTTTGCCTGAAAAATCAAACCCCATTACTTCAACTACACCGTCTTGTGACTGCAGAACTGATTACATGAATCAAAATTCAGCCAATCTTGATCATGGGGTTCACTCTGTTTCCAAAATTGACCTTCCTCGTATCATAACCAAACCCGAAAAATTCGATGAAAAAATAGAAGAAAAACAGAGGATTGTGAAACAAGAACAGAGGATAGTGAGAAGAGTATCAACAAATGGTGTGAAGCTGAGAACAAATTCACCAAGAATAACAACAAACAGCAAGAAGATTCAAGGAAGCAGAAAGAGTGTTTCATCAAAAAGGACAAGTGTTACAGAGAGCTTTGCAGTGGTGAAATCATCAAGAAATCCTCAGAAAGATTTCAGAGAATCAATGGTGGAAATGATAGTTGAGAATAATATAAGAACATCAAAGGATTTGGAAGAACTTCTTGCTTGCTATCTTTCATTAAATTCAGATGAGTATCATGATCTAATCATCAAAGTCTTCAAGCAAATCTGGTTCGACATCACTGAAATTCGACTAAAGTAA

>StOFP20.3_Altus_scfld_3525(48397..49449)_1053bp,chain-
ATGGGGAATTATAGGTTTAGATTATCAGATATGATGCCAAATGCTTGGTTTTACAAGCTCAAAGAAATAGGCAAAAGCAGCAGCAGCAGCAGCACCAGAAACAGCAGAGGCCATAGCCACACAACTTCATCAACATCAACATCATCATCAAATCTACAACCAGACAAAAAAAGACAACCCCATAACCTTGGTTGTCAAAGAAAATCATATTACATTTCAAGAAACCTCACTAGTAGTAGTCCACCTGAAACATTTTCTCAGAATCCTATCTCTTCTAACGGCCCAAAACCCGATCACGATGTTCATTTCACTGAGCCATCAAGAAAGTCTTACAAGAAAAGGCGTAGTACCAATTCCAGGAGGAGAAATTCTCCCAAACTTGTCAATCCCTCTGTTTCAGCCAATTGTAGTTGCCGCGCTTCTGTTGAATCTGTCTGGACTAAAGCTGATTCCACCCCTGAAGAATACCCAAATTCATCTTCCTCTTCGTCGTCCTCATCACCATCTTCAATTTTGCCTGAAAAATCAAACCCCATGACTTCAATTTCACCGTCTTGTGACTGCAGAGCTGATTACATGAATCAAGATTCAGCCATTCTTGATCATGGGGTTCACTCTGTTTCTAAAATTGACCTTCCTCGTATCATAACCAAGCCCGAAAAATTCGATGAAAAAAAAGAAGAAAAACAGAGGATTGTGAAACAAGAACAGAGGATAGTGAGAAAAGTATCAACAAATGGTGTGAAGCTGAGAACAAATTCACCAAGAATAACAACAAACAGCAAGAAGATTCAAGGAAGCAGAAAAAGTGTTTCATCAAAAAGGACAAGTGTTACAGAGAGCTTTGCAGTGGTGAAATCATCAAGAAATCCTCAGAAAGATTTCAGAGAATCAATGGTGGAAATGATAGTTGAGAATAATATAAGAACATCAAAGGATTTGGAAGAACTTCTTGCTTGCTATCTTTCATTAAATTCAGATGAGTATCATGATCTAATCATCAAAGTCTTCAAGCAAATCTGGTTCGACATCACTGAAATTCGACTGAAGTAA

>StOFP20.4_Colomba_scfld_10792
ATGGGGAATTATAGGTTTAGATTATCAGATATGATGCCAAATGCTTGGTTTTACAAACTCAAAGAAATAGGCAAAAGCAGCAGCAGCAGCAGCAGAAACAGCAGAAGCCATAGCCACACAACTTCATCAACATCAACATCATCATCAAATCTACAGCCAGACAAAAAAAGACAACCCCATAACCTTGGTTGTCAAAGAAAATCATACTCCCTCTGTCCCAATTTATATGACTCACTTTCCTTTTTAGTCAGTCCCAAAAAGAATGACACATTTCTATTTTAAGTAACAATTTGCCTATAAAATGTCTTTTTTACCCTTAATGAAATGATTTACAACCACACAAATTTCTATCATTCATTTTGGACCACAAGTTTTAAAAGTCTTTCCATTTTTCTTAAAGTTTGTGCCAAATCAAAGTACATCACATAAAATGGGACGGAGGGAGTATTACATTTCAAGAAACCTCACTAGTAGTAGTCCACCTGAAACATTTTCTCAGAATCCTATCTCTTCTAACAGCCCAAAACCCGATCATTTCACTGAGCCATCAAGAAAGTCTTGCAAGAAAAGGCGTAGTACCAATTCCAGGAAGAGAAATTCTCCCAAACTTGTCAATCCCTCTGTTTCAGCCAATTGTAGTTGCCGCGCTTCTGTTGAATCTGTCTGGACTAAAGCTGATTCCACCCCTGAAGAATACCCAAATTCATCTTCCTCTTCGTCGTCCTCATCACCATCTTCAATTTTGCCTGAAAAATCAAACCCCATTACTTCAATTACACCGTCTTGTGACTGCAGAACTGATTACATGAATCAAGATTCAGCCAATCTTGATCATGGGGTTCACTCTGTTTCCAAAATTGACCTTCCTCGTATCATAACCAAACCCGAAAAATTCGATGAAAAAAAAGAAGAAAAACAGAGGATTGTGAAACAAGAACAGAGGATAGTGAGAAGAGTATCAACAAATGGTGTGAAGCTGAGAACAAATTCACCAAGAATAACAACAAACAGCAAGAAGATTCAAGGAAGCAGAAAGAGTGTTTCATCAAAAAGGACAAGTGTTACAGAGAGCTTTGCAGTGGTGAAATCATCAAGAAATCCTCAGAAAGATTTCAGAGAATCAATGGTGGAAATGATAGTTGAGAATAATATAAGAACATCAAAGGATTTGGAAGAACTTCTTGCTTGCTATCTTTCATTAAATTCAGATGAGTATCATGATCTAATCATCAAAGTCTTCAAGCAAATCTGGTTCGACATCACTGAAATTCGACTGAAGTAA

>StOFP20.5a_Karnico_A2,Karnico_A4,Nicola_E3c,Nicola_E5,Nicola_E5c
ATGGGGAATTATAGGTTTAGATTATCAGATATGATGCCAAATGCTTGGTTTTACAAGCTCAAAGAAATAGGCAAAAGCAGCAGCAGCAGCAGCACCAGAAACAGCAGAGGCCATAGCCACACAACTTCATCAACATCAACATCATCATCAAATCTACAACCAGACAAAAAAAGACAACCCCATAACCTTGGTTGTCAAAGAAAATCATATTACATTTCAAGAAACCTCACTAGTAGTAGTCCACCTGAAACATTTTCTCAGAATCCTATCTCTTCTAACAGCCCAAAACCCGATCATTTCACTGAGCCATCAAGAAAGTCTTGCAAGAAAAGGCGTAGTACCAATTCCAGGAAGAGAAATTCTCCCAAACTTGTCAATCCCTCTGTTTCAGCCAATTGTAGTTGCCGCGCTTCTGTTGAATCTGTCTGGACTAAAGCTGATTCCACCCCTGAAGAATACCCAAATTCATCTTCCTCTTCGTCGTCCTCATCACCATCTTCAATTTTGCCTGAAAAATCAAACCCCATTACTTCAATTACACCGTCTTGTGACTGCAGAACTGATTACATGAATCAAGATTCAGCCAATCTTGATCATGGGGTTCACTCTGTTTCCAAAATTGACCTTCCTCGTATCATAACCAAACCCGAAAAATTCGATGAAAAAAAAGAAGAAAAACAGAGGATTGTGAAACAAGAACAGAGGATAGTGAGAAGAGTATCAACAAATGGTGTGAAGCTGAGAACAAATTCACCAAGAATAACAACAAACAGCAAGAAGATTCAAGGAAGCAGAAAGAGTGTTTCATCAAAAAGGACAAGTGTTACAGAGAGCTTTGCAGTGGTGAAATCATCAAGAAATCCTCAGAAAGATTTCAGAGAATCAATGGTGGAAATGATAGTTGAGAATAATATAAGAACATCAAAGGATTTGGAAGAACTTCTTGCTTGCTATCTTTCATTAAATTCAGATGAGTATCATGATCTATTCATCAAAGTCTTCAAGCAAATCTGGTTCGACATCACTGAAATTCGACTAAAGTAA

>StOFP20.5b_Bintje_C9
ATGGGGAATTATAGGTTTAGATTATCAGATATGATGCCAAATGCTTGGTTTTACAAGCTCAAAGAAATAGGCAAAAGCATCACCAGCAGCAGCACCAGAAACAGCAGAGGCCATAGCCACACAACTTCATCAACATCAACATCATCATCAAATCTACAACCAGACAAAAAAAGACAACCCCATAACCTTGGTTGTCAAAGAAAATCATATTACATTTCAAGAAACCTCACTAGTAGTAGTCCACCTGAAACATTTTCTCAGAATCCTATCTCTTCTAGCAGCCCAAAACCCGATCATTTCACTGAGCCATCAAGAAAGTCTTGCAAGAAAAGGCGTAGTACCAATTCCAGGAAGAGAAATTCTCCCAAACTTGTCAATCCCTCTGTTTCAGCCAATTGTAGTTGCCGCGCTTCTGTTGAATCTGTCTGGACTAAAGCTGATTCCACCCCTGAAGAATACCCAAATTCATCTTCCTCTTCGTCGTCCTCATCACCATCTTCAATTTTGCCTGAAAAATCAAACCCCATGACTTCAATTTCACCGTCTTGTGACTGCAGAGCTGATTACATGAATCAAGATTCAGCCATTCTTGATCATGGGGTTCACTCTGTTTCTAAAATTGACCTTCCTCGTATCATAACCAAGCCCGAAAAATTCGATGAAAAAAAAGAAGAAAAACAGAGGATTGTGAAACAAGAACAGAGGATAGTGAGAAAAGTATCAACAAATGGTGTGAAGCTGAGAACAAATTCACCAAGAATAACAACAAACAGCAAGAAGATTCAAGGAAGCAGAAAAAGTGTTTCATCAAAAAGGACAAGTGTTACAGAGAGCTTTGCAGTGGTGAAATCATCAAGAAATCCTCAGAAAGATTTCAGAGAATCAATGGTGGAAATGATAGTTGAGAATAATATAAGAACATCAAAGGATTTGGAAGAACTTCTTGCTTGCTATCTTTCATTAAATTCAGATGAGTATCATGATCTAATCATCAAAGTCTTCAAGCAAATCTGGTTCGACATCACTGAAATTCGACTAAAGTAA

>StOFP20.6a_Innovator_G4,Innovator_G7
ATGGGGAATTATAGGTTTAGATTATCAGATATGATGCCAAATGCTTGGTTTTACAAACTCAAAGAAATAGGCAAAAGCAGCAGCAGCAGCAGCAGAAACAGCAGAAGCCATAGCCACACAACTTCATCAACATCAACATCATCATCAAATCTACAGCCAGACAAAAAAAGACAACCCCATAACCTTGGTTGTCAAAGAAAATCATATTACATTTCAAGAAACCTCACTAGTAGTAGTCCACCTGAAACATTTTCTCAGAATCCTATCTCTTCTAACAGCCCAAAACCCGATCATTTCACTGAGCCATCAAGAAAGTCTTACAAGAAAAGGCGTAGTACCAATTCCAGGAGGAGAAATTCTCCCAAACTTGTCAATCCCTCTGTTTCAGCCAATTGTAGTTGCCGCGCTTCTGTTGAATCTGTCTGGACTAAAGCTGATTCCACCCCTGAAGAATACCCAAATTCATCTTCCTCTTCGTCGTCCTCATCACCATCTTCAATTTTGCCTGAAAAATCAAACCCCATGACTTCAATTTCACCGTCTTGTGACTGCAGAGCTGATTACATGAATCAAGATTCAGCCATTCTTGATCATGGGGTTCACTCTGTTTCTAAAATTGACCTTCCTCGTATCATAACCAAGCCCGAAAAATTCGATGAAAAAAAAGAAGAAAAACAGAGGATTGTGAAACAAGAACAGAGGATAGTGAGAAAAGTATCAACAAATGGTGTGAAGCTGAGAACAAATTCACCAAGAATAACAACAAACAGCAAGAAGATTCAAGGAAGCAGAAAAAGTGTTTCATCAAAAAGGACAAGTGTTACAGAGAGCTTTGCAGTGGTGAAATCATCAAGAAATCCTCAGAAAGATTTCAGAGAATCAATGGTGGAAATGATAGTTGAGAATAATATAAGAACATCAAAGGATTTGGAAGAACTTCTTGCTTGCTATCTTTCATTAAATTCAGATGAGTATCATGATCTAATCATCAAAGTCTTCAAGCAAATCTGGTTCGACATCACTGAAATTCGACTAAAGTAA

>StOFP20.6b_Kuras_F4,Sarpo_Mira_B5
ATGGGGAATTATAGGTTTAGATTATCAGATATGATGCCAAATGCTTGGTTTTACAAACTCAAAGAAATAGGCAAAAGCAGCAGCAGCAGCAGCAGAAACAGCAGAAGCCATAGCCACACAACTTCATCAACATCAACATCATCATCAAATCTACAGCCAGACAAAAAAAGACAACCCCATAACCTTGGTTGTCAAAGAAAATCATATTACATTTCAAGAAACCTCACTAGTAGTAGTCCACCTGAAACATTTTCTCAGAATCCTATCTCTTCTAACGGCCCAAAACCCGATCACGATGTTCATTTCACTGAGCCATCAAGAAAGTCTTACAAGAAAAGGCGTAGTACCAATTCCAGGAGGAGAAATTCTCCCAAACTTGTCAATCCCTCTGTTTCAGCCAATTGTAGTTGCCGCGCTTCTGTTGAATCTGTCTGGACTAAAGCTGATTCCACCCCTGAAGAATACCCAAATTCATCTTCCTCTTCGTCGTCCTCATCACCATCTTCAATTTTGCCTGAAAAATCAAACCCCATGACTTCAATTTCACCGTCTTGTGACTGCAGAGCTGATTACATGAATCAAGATTCAGCCATTCTTGATCATGGGGTTCACTCTGTTTCTAAAATTGACCTTCCTCGTATCATAACCAAGCCCGAAAAATTCGATGAAAAAAAAGAAGAAAAACAGAGGATTGTGAAACAAGAACAGAGGATAGTGAGAAAAGTATCAACAAATGGTGTGAAGCTGAGAACAAATTCACCAAGAATAACAACAAACAGCAAGAAGATTCAAGGAAGCAGAAAAAGTGTTTCATCAAAAAGGACAAGTGTTACAGAGAGCTTTGCAGTGGTGAAATCATCAAGAAATCCTCAGAAAGATTTCAGAGAATCAATGGTGGAAATGATAGTTGAGAATAATATAAGAACATCAAAGGATTTGGAAGAACTTCTTGCTTGCTATCTTTCATTAAATTCAGATGAGTATCATGATCTAATCATCAAAGTCTTCAAGCAAATCTGGTTCGACATCACTGAAATTCGACTAAAGTAA

> StOFP20.7_Aveka_D3
ATGGGGAATTATAGGTTTAGATTATCAGATATGATGCCAAATGCTTGGTTTTACAAGCTCAAAGAAATAGGCAAAAGCAGCAGCAGCACCAGAAACAGCAGAGGCCATAGCCACACAACTTCATCAACATCAACATCATCATCAAATCTACAACCAGACAAAAAAAGACAACCCCATAACCTTGGTTGTCAAAGAAAATCATATTACATTTCAAGAAACCTCACTAGTAGTAGTCCACCTGAAACATTTTCTCAGAATCCTATCTCTTCTAACAGCCCAAAACCCGATCATGATGTTCATTTCACTGAGCCATCAAGAAAGTCTTGCAAGAAAAGGCGTAGTACCAATTCCAGGAGGAGAAGTTCTCCTAAACTTGTCAATTATTCTCCCAAACTTGTCAATTCCTCTGTTTCAGCCAATTGTAGTTGCCGCGCTTCTGTTGAATCTGTCTGGACTAAAGCTGATTCCACCCCTGAAGAATACCCAAATTCATCTTCCTCTTCGTCGTCCTCATCACCATCTTCAATTTTGCCTGAAAAATCAAACCCCATTACTTCAATTACACCGTCTTGTGACTGCAGAACTGATTACATGAATCAAAATTCAGCCAATCTTGATCATGGGGTTCACTCTGTTTCCAAAATTGACCTTCCTCGTATCATAACCAAACCCGAAAAATTCGATGAAAAAAAAGAAGAAAAACAGAGGATTGTGAAACAAGAACAGAGGATAGTGAGAAGAGTATCAACAAATGGTGTGAAGCTGAGAACAAATTCACCAAGAATAACAACAAACAGCAAGAAGATTCAAGGAAGCAGAAAGAGTGTTTCATCAAAAAGGACAAGTGTTACAGAGAGCTTTGCAGTGGTGAAATCATCAAGAAATCCTCAGAAAGATTTCAGAGAATCAATGGTGGAAATGATAGTTGAGAATAATATAAGAACATCAAAGGATTTGGAAGAACTTCTTGCTTGCTATCTTTCATTAAATTCAGATGAGTATCATGATCTAATCATCAAAGTCTTCAAGCAAATCTGGTTCGACATCACTGAAATTCGACTAAAGTAA

