	[bookmark: _Hlk88046870]Target gene
	Primer set
	Sequence (5'-3')
	Reference

	Bacterial 16S
	Eub338 (F)
	ACTCCTACGGGAGGCAGCAG
	(Lane 1991)

	
	Eub518 (R)
	ATTACCGCGGCTGCTGG
	(Muyzer et al. 1993)

	Fungal ITS
	ITS1F
	CTTGGTCATTTAGAGGAAGTAA
	(Gardes and Bruns 1993)

	
	ITS2R
	GCTGCGTTCTTCATCGATGC
	(Vilgalys and Hester 1990)

	AOB amoA
	amoA1F
	GGGGHTTYTACTGGTGGT
	(Stephen et al. 1999)

	
	amoA2R
	CCCCTCKGSAAAGCCTTCTTC
	

	AOA amoA
	Arch-amoAF
	STAATGGTCTGGCTTAGACG
	(Francis et al. 2005)

	
	Arch-amoAR
	GCGGCCATCCATCTGTATGT
	

	nirK
	nirK-F
	GGMATGGTKCCSTGGCA
	(Braker et al. 1998)

	
	nirK-R
	GCCTCGATCAGRTTRTGG
	

	nirS
	Cd3aF
	GTSAACGTSAAGGARACSGG
	(Throbäck et al. 2004)

	
	R3cd
	GASTTCGGRTGSGTCTTGA
	

	nosZ
	nosZF
	AACGCCTAYACSACSCTGTTC
	(Rösch and Bothe 2005)

	
	nosZR
	TCCATGTGCAGNGCRTGGCAGAA
	

	F.oxysporum
	ITS1F
	CTTGGTCATTTAGAGGAAGTAA
	(Lievens et al. 2005)

	
	AFP308
	CGAATTAACGCGAGTCCCAAC
	

	F.solani
	ITS1F
	CTTGGTCATTTAGAGGAAGTAA
	(Lievens et al. 2006)

	
	AFP346
	GGTATGTTCACAGGGTTGATG
	

	[bookmark: _Hlk106276985]Ralstonia solanacearum
	Flic-F 
	GAACGCCAACGGTGCGAACT
	(Schonfeld et al. 2003)

	
	Flic-R
	GGCGGCCTTCAGGGAGGTC
	


[bookmark: _Hlk88047487]Table S1. Primers used for real-time PCR in this study
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[bookmark: _Hlk76136211][bookmark: _Hlk88055949][bookmark: _Hlk101890888][bookmark: _Hlk101897713]Fig. S1. The Ntraceplant model tool used in this study. Nplant, plant N pool; Nlab, labile soil organic N; Nrec, recalcitrant soil organic N; NH4+, ammonium; NO3-, nitrate; NH4+ads, adsorbed NH4+; MNlab, mineralization of labile organic N (Nlab) to NH4+; MNrec, mineralization of recalcitrant organic N (Nrec) to NH4+; INH4Nlab, immobilization of NH4+ to Nlab; INH4Nrec, immobilization of NH4+ to Nrec; RNH4a, release of adsorbed NH4+; ANH4, adsorption of NH4+ on cation exchange sites; ONH4, oxidation of NH4+ to NO3–; ONrec, oxidation of recalcitrant organic N to NO3– (heterotrophic nitrification); INO3, immobilization of NO3– to organic N pool; DNO3, dissimilatory NO3– reduction to NH4+ (DNRA); UNH4, plant NH4+ uptake; UNO3, plant NO3– uptake.
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[bookmark: _GoBack]Fig. S2. In the DST (degraded soil under continuous tomato continuous croppingcultivation), measured observed (points) and modeled (lines) concentrations of soil NH4+ (a), soil NO3− (c), and plant N pools (e), and 15N enrichments of soil NH4+ (a), soil NO3− (c), and plant N pools (e). CC, control (without reductive soil disinfestation) without plantsing; RC, reductive soil disinfestation without plantsing; CP, control (without reductive soil disinfestation) with plantsing; RP, reductive soil disinfestation with plantsing. Vertical bars indicate standard deviations.[image: ]
Fig. S3. In the DSC (degraded soil under continuous cucumber continuous croppingcultivation), measured observed (points) and modeled (lines) concentrations of soil NH4+ (a), soil NO3− (c), and plant N pools (e), and 15N enrichments of soil NH4+ (a), soil NO3− (c), and plant N pools (e). CC, control (without reductive soil disinfestation) without plantsing; RC, reductive soil disinfestation without plantsing; CP, control (without reductive soil disinfestation) with plantsing; RP, reductive soil disinfestation with plantsing. Vertical bars indicate standard deviations.
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