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Additional file 2: SFig. 2 ERAP2 involved in the classic AKT/mTOR pathway. (A) KEGG pathway analysis to validate the effects of ERAP2. (B) The correlation between ERAP2 and AKT was analyzed by GEPIA analysis tool. (C) The correlation between ERAP2 and mTOR was analyzed by GEPIA analysis tool. (D) The regulatory network of ERAP2 is constructed using IPA software. 
image1.png
KEGG e

mm
°%

The Most Envched KEGG Terms

[ ———

e Regusnen st cen e

st kA e

e okt s sy

s gt s ey

B —

1130 e of s

£

N

2 p-valug = 000025
R=027

s

60

50

10g2(AKT TPM)
ss

s

40

s
[
E 3
o
=
57 o
g : .
&s .
o 12 3 s
log2(ERAP2 TPM)
- Prediction Legend ———
more extreme in dataset less

@ Increased measurement (O
@ Decreased measurement ()

more confidence less
@ Predicted activation ()
@  Predicted inhibion D

(low Indicates activity
henopporte -
of measurement @D

Predicted Relationships
—— Leads to activation
—— Leads to inhibition
—— Findings inconsistent
with state of downstream
molecule

= Effect not predicted





