[bookmark: _Hlk105412152]Additional file 15: List of Puccinia triticina genes identified as potential effectors. 
>rf 1 PTTG_08794T0 cdna supercontig:ASM15152v1:GG705633:2657:3385:1 gene:PTTG_08794 gene_biotype:protein_coding transcript_biotype:protein_coding description:Uncharacterized protein [Source:UniProtKB/TrEMBL;Acc:J3QBM8]| 
Effector probability:0.867
MTFSVYVLLCLAATLTLIQAQLLPSSILCAPSGGPLITRDDCKKSLQKFISESNVIFWSPDVNFRSCGTCKLAITKPSMRLDMIHHAAVRQDVLTAMHQGIDKCGGKPTNATIGNYQPVSVLLSEGNGEKCPNW
>rf 1 PTTG_05518T0 cdna supercontig:ASM15152v1:GG705463:116331:116968:1 gene:PTTG_05518 gene_biotype:protein_coding transcript_biotype:protein_coding description:Uncharacterized protein [Source:UniProtKB/TrEMBL;Acc:J3Q2A2]| 
Effector probability:0.758
MALRSIIIASLVVAVFSTGVFTTENDELPHDQDCTWYTDANTTSATCNGVPGMRCTGGCTGHVTARNCTTSHEINVQEPPLTTEKCTVSYGRSSATMAVCLTEHQSFTCYGSPSGKARNSSPIFKFMRLDSG
>rf 1 PTTG_07921T0 cdna supercontig:ASM15152v1:GG705554:224881:225719:1 gene:PTTG_07921 gene_biotype:protein_coding transcript_biotype:protein_coding description:Uncharacterized protein [Source:UniProtKB/TrEMBL;Acc:J3Q955]| 
Effector probability:0.612
MTPHRLSASSLIILLIAIVGLTLPNLASANVSSGDHSVSSQGQTQSAQFNAFKQKLIKQGAVIKYKYSIIKGFAVSIKPSQVQALKKDPLVKIIEKDQEVHTL
>rf 1 PTTG_04348T0 cdna supercontig:ASM15152v1:GG705445:577754:578201:1 gene:PTTG_04348 gene_biotype:protein_coding transcript_biotype:protein_coding description:Uncharacterized protein [Source:UniProtKB/TrEMBL;Acc:J3PYY2]| 
Effector probability:0.568
MRFTIAAALSLALLNSVCANFLGGVLQPVSLLPVPSIFGQQNGGVSCGNQGNAALNANILTQVQCSGGDNAPQISCGNQGHAVANLNVLTSIDCPSSSVIEVGLAA
>rf 1 PTTG_07924T0 cdna supercontig:ASM15152v1:GG705621:99165:100343:-1 gene:PTTG_07924 gene_biotype:protein_coding transcript_biotype:protein_coding description:Uncharacterized protein [Source:UniProtKB/TrEMBL;Acc:J3Q958]| 
Effector probability:0.914
MKSTTAAICLALLLPAVSATVHTLCYNYFMQKDGCVYSAAAVDQRCPAPVKPHPQPVHVVSSSKRSESNALERRYNTNKPSFYVSGGDGTCGHYDTSTDLGVCLWNGPEQNNPTPETAGWLNGAKTSNCGKQVYIQRKGQPNTVQYVKVLDGCSFDIKTPDAGCFEIAITLALFYKFNPTPKELHDGKIYEGFTWDLFVKLFLSLNHSDNI
>rf 1 PTTG_06512T0 cdna supercontig:ASM15152v1:GG705489:178766:179570:1 gene:PTTG_06512 gene_biotype:protein_coding transcript_biotype:protein_coding description:Uncharacterized protein [Source:UniProtKB/TrEMBL;Acc:J3Q546]| 
Effector probability:0.599
MFKSTLVLLIGSSMSGLAIGYTLRFKIIAPSLSGRRLDPGGSSQFGVNDGEIGIRSWGRTGCDGGGGNCATGACNGGLVCTDGGITSGVLLGEYGYQQFGNVISWDLSRVDGSINTYFACQFSDNPFMNGSVDTSINNGGNVKTCRQSNCPSDQAFAQPNDFQAVTTSPVGSTFDITFCP
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>rf 1 PTTG_04348T0 cdna supercontig:ASM15152v1:GG705445:577754:578201:1 gene:PTTG_04348 
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protein [Source:UniProtKB/TrEMBL;Acc:J3PYY2]| 
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Additional file 1 5 :   List of  P uccinia triticina   genes identified  as   potential effectors.    >rf 1 PTTG_08794T0 cdna supercontig:ASM15152v1:GG705633:2657:3385:1 gene:PTTG _08794  gene_biotype:protein_coding transcript_biotype:protein_coding description:Uncharacterized  protein [Source:UniProtKB/TrEMBL;Acc:J3QBM8]|    Effector probability:0.867   MTFSVYVLLCLAATLTLIQAQLLPSSILCAPSGGPLITRDDCKKSLQKFISESNVIFWSPDVNFRSCGTCKLAITKPSMR LDMIH HAAVRQDVLTAMHQGIDKCGGKPTNATIGNYQPVSVLLSEGNGEKCPNW   >rf 1 PTTG_05518T0 cdna supercontig:ASM15152v1:GG705463:116331:116968:1 gene:PTTG_05518  gene_biotype:protein_coding transcript_biotype:protein_coding description:Uncharacterized  protein [Source:UniProtKB/Tr EMBL;Acc:J3Q2A2]|    Effector probability:0.758   MALRSIIIASLVVAVFSTGVFTTENDELPHDQDCTWYTDANTTSATCNGVPGMRCTGGCTGHVTARNCTTSHEIN VQEPPLTTEKCTVSYGRSSATMAVCLTEHQSFTCYGSPSGKARNSSPIFKFMRLDSG   >rf 1 PTTG_07921T0 cdna supercontig:ASM15152v1:GG705554:224881:225719:1 gene: PTTG_07921  gene_biotype:protein_coding transcript_biotype:protein_coding description:Uncharacterized  protein [Source:UniProtKB/TrEMBL;Acc:J3Q955]|    Effector probability:0.612   MTPHRLSASSLIILLIAIVGLTLPNLASANVSSGDHSVSSQGQTQSAQFNAFKQKLIKQGAVIKYKYSIIKGFAVSIKPS Q VQALKKDPLVKIIEKDQEVHTL   >rf 1 PTTG_04348T0 cdna supercontig:ASM15152v1:GG705445:577754:578201:1 gene:PTTG_04348  gene_biotype:protein_coding transcript_biotype:protein_coding description:Uncharacterized  protein [Source:UniProtKB/TrEMBL;Acc:J3PYY2]|    Effector   probability:0.568   MRFTIAAALSLALLNSVCANFLGGVLQPVSLLPVPSIFGQQNGGVSCGNQGNAALNANILTQVQCSGGDNAPQIS CGNQGHAVANLNVLTSIDCPSSSVIEVGLAA   >rf 1 PTTG_07924T0 cdna supercontig:ASM15152v1:GG705621:99165:100343: - 1 gene:PTTG_07924  gene_biotype:protein_coding transcript_bio type:protein_coding description:Uncharacterized  protein [Source:UniProtKB/TrEMBL;Acc:J3Q958]|    Effector probability:0.914   MKSTTAAICLALLLPAVSATVHTLCYNYFMQKDGCVYSAAAVDQRCPAPVKPHPQPVHVVSSSKRSESNALERRYN TNKPSFYVSGGDGTCGHYDTSTDLGVCLWNGPEQNNPTPETAGWLNGAKTSNCGKQVY IQRKGQPNTVQYVKV LDGCSFDIKTPDAGCFEIAITLALFYKFNPTPKELHDGKIYEGFTWDLFVKLFLSLNHSDNI  

