

Table 1. Primer sequences used for rs6311 and rs6313 
	
	Forward primer
	Reverse primer 

	rs6311
	AAGGTAGCAACAGCCAGGAG
	TCAGAGTTATCACCACAGACGT

	rs6313
	TCTCTAGGGACACTGCCATG

	AGCTCAACTACGAACTCCCT




Table 2. Demographic data for schizophrenic subjects and healthy controls 
	
	Mean
Age
	Standard deviation
	p-value Wilcoxon
	Males 
	Females 
	p-value Chi-squared

	Schizophrenia subjects
	38.75
	10.92
	0.41
	76 (50%)
	76
(48%) 
	0.82

	Healthy controls
	37.56
	9.11
	
	76 (50%)
	82
(52%)
	

	Total 
	38.15
	10.046
	
	152 (100%)
	158
(100%)
	



Table3. Allele frequency comparison between cases and controls 
	
	rs6311
	p-value Chi-squared
	rs6313
	p-value Chi-squared

	
	T
	C
	0.03
	T
	C
	0.98

	Schizophrenia subjects
	160
(53%)
	144
(44%)
	
	159
(49%)
	145
(48%)
	

	Healthy controls
	138
(47%)
	178
(56%)
	
	164
(51%)
	152
(52%)
	

	Total
	298
(100%)
	322
(100%)
	
	323
(100%)
	297
(100%)
	












Table 4. Allele frequency comparison of cases/controls × sex
	
	rs6311
	rs6313

	
	T
	C
	T
	C

	SCZ
	Male
	84 (52%)
	68 (47%)
	84 (52%)
	68 (46%)

	
	Female
	76 (48%)
	76 (53%)
	75 (48%)
	77 (54%)

	Total
	160 (100%)
	144 (100%)
	159 (100%)
	145 (100%)

	p-value
	0.42
	0.35

	
	rs6311
	rs6313

	
	T
	C
	T
	C

	HC
	Male
	66 (47%)
	86 (48%)
	66 (40%)
	86 (56%)

	
	Female
	72 (53%)
	92 (52%)
	98 (60%)
	66 (44%)

	Total
	138 (100%)
	178 (100%)
	164 (100%)
	152 (100%)

	p-value
	1.00
	5.25*10-3


 
Table 5. Genotype proportion comparison between cases and controls
	
	rs6311
	p-value
	rs6313
	p-value

	
	TT
	TC
	CC
	
	TT
	TC
	CC
	

	SCZ
	30 (48%)
	100 (57%)
	22 (29%)
	3.35*10-4
	44 (49%)
	71 (48%)
	37 (48%)
	0.99

	HC
	32 (52%)
	74 (43%)
	52 (71%)
	
	45 (51%)
	74 (52%)
	39 (52%)
	

	Total
	62 (100%)
	174 (100%)
	74 (100%)
	
	89 (100%)
	145 (100%)
	76 (100%)
	

	
	rs6311
	p-value
	rs6313
	p-value

	
	TT + TC
	CC
	
	TT
	TC + CC
	

	SCZ
	130 (55%)
	22 (29%)
	2.40*10-4
	44 (49%)
	108 (48%)
	1.00

	HC
	106 (45%)
	52 (71%)
	
	45 (51%)
	113 (52%)
	

	Total
	236 (100%)
	74 (100%)
	
	89 (100%)
	221 (100%)
	







Table 6. Genotype proportion comparison of cases/controls × sex
	
	rs6311
	p-value
	rs6313
	p-value

	
	TT
	TC
	CC
	
	TT
	TC
	CC
	

	SCZ
	Male
	18 (60%)
	48 (48%)
	10 (45%)
	0.46
	27 (61%)
	30 (42%)
	19 (51%)
	0.13

	
	Female
	12 (40%)
	52 (52%)
	12 (55%)
	
	17 (39%)
	41 (58%)
	18 (49%)
	

	Total
	30 (100%)
	100 (100%)
	22 (100%)
	
	44 (100%)
	71 (100%)
	37 (100%)
	

	HC
	Male
	14 (43%)
	38 (51%)
	24 (46%)
	0.72
	14 (31%)
	38 (51%)
	24 (61%)
	0.01

	
	Female
	18 (57%)
	36 (49%)
	28 (54%)
	
	31 (69%)
	36 (49%)
	15 (39%)
	

	Total
	32 (100%)
	74 (100%)
	52 (100%)
	
	45 (100%)
	74 (100%)
	39 (100%)
	

	
	rs6311
	p-value
	rs6313
	p-value

	
	TT + TC
	CC
	
	TT
	TC + CC
	

	SCZ
	Male
	66 (51%)
	10 (45%)
	0.81
	27 (61%)
	49 (45%)
	0.10

	
	Female
	64 (49%)
	12 (55%)
	
	17 (39%)
	59 (55%)
	

	Total
	130 (100%)
	22 (100%)
	
	44 (100%)
	108 (100%)
	

	HC
	Male
	52 (49%)
	24 (46%)
	0.86
	14 (31%)
	62 (54%)
	0.01

	
	Female
	54 (51%)
	28 (54%)
	
	31 (69%)
	51 (46%)
	

	Total
	106 (100%)
	52 (100%)
	
	45 (100%)
	113 (100%)
	





Table 7. rs6311-rs6313 haplotype frequency among cases and controls 
	[bookmark: _Hlk99379597]rs6311-rs6313
	SCZ
	HC
	Statistics
	Statistics (total)

	
	
	
	Chi-squared
	df
	p-value (adjusted)
	Chi-squared
	df
	p-value

	T-T
	132
	130
	0.24
	1
	1.00
	14.49

	3
	2.30*10-3


	C-C
	117
	144
	2.90
	1
	0.32
	
	
	

	T-C
	28
	8
	11.44
	1
	2.86*10-3
	
	
	

	C-T
	27
	34
	0.42
	1
	1.00
	
	
	







Table 8. GLM analysis
	
	Estimate
	Standard error
	t-value
	Adjusted p-value

	Total
	Intercept
	0.36
	0.17
	2.06
	0.03

	
	rs6311
	0.27
	0.06
	-0.86
	8.23*10-5

	
	rs6313
	-0.05
	0.06
	3.99
	0.38

	
	Sex
	0.01
	0.05
	0.22
	0.82

	
	Age
	-3.03*10-3
	2.78*10-3
	-1.08
	0.27

	Males
	Intercept
	-0.06
	0.22
	-0.31
	0.75

	
	rs6311
	0.21
	0.10
	2.12
	0.03

	
	rs6313
	0.15
	0.09
	1.69
	0.09

	
	Age
	9.06*10-4
	3.99*10-3
	0.22
	0.82

	Females
	Intercept
	0.77
	0.21
	3.55
	5.02*10-4

	
	rs6311
	0.28
	0.09
	3.20
	1.63*10-3

	
	rs6313
	-0.23
	0.08
	-2.71
	7.38*10-3

	
	Age
	-5.84*10-3
	3.83*10-3
	-1.52
	0.12
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