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Extended Data Fig. 1 | SDS-PAGE of purified protein showing the molecular weights and purities. (A) polyGK-EYFP, (B) polyGK-(GGGS)2-GGGC, (C) polyGK-GGGS-(GGGC)2, (D) scFv, (E) scFv-polyE.
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Extended Data Fig. 2 | Ellman's Reagent assay to determine the copy numbers of MMAF. (A) The kinetics of 10 μM free cysteine reacting with Ellman's Reagent. The slope is used as the standard for 1 reactive thiol. (B), (C), (D) and (E) show the kinetics of 10 μM proteins before and after MMAF conjugation reacting with Ellman's Reagent, indicating the copy number of 1, 2, 2 and 1, respectively. n=3 biologically independent samples, data are presented as mean values +/- SEM.
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Extended Data Fig. 3 | Safety tests of the PSEDDS. (A) Routine blood tests. (B) Blood biochemical indicators of liver and kidney functions. (C) HE stained slices of the major organs. Scale bar=50 μm.


Extended Data Table 1 | Protein sequences used in the article
	Protein
	Sequence

	scFv
	MGSSHHHHHHSSGLVPRGSHMDILLTQSPVILSVSPGERVSFSCRASQSIGTNIHWYQQRTNGSPRLLIKYASESISGIPSRFSGSGSGTDFTLSINSVESEDIADYYCQQNNNWPTTFGAGTKLELKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGAGGGGSGGGGSGGGGSQVQLKQSGPGLVQPSQSLSITCTVSGFSLTNYGVHWVRQSPGKGLEWLGVIWSGGNTDYNTPFTSRLSINKDNSKSQVFFKMNSLQSNDTAIYYCARALTYYDYEFAYWGQGTLVTVSAASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPK

	scFv-polyE
	MGSSHHHHHHSSGLVPRGSHMDILLTQSPVILSVSPGERVSFSCRASQSIGTNIHWYQQRTNGSPRLLIKYASESISGIPSRFSGSGSGTDFTLSINSVESEDIADYYCQQNNNWPTTFGAGTKLELKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGAGGGGSGGGGSGGGGSQVQLKQSGPGLVQPSQSLSITCTVSGFSLTNYGVHWVRQSPGKGLEWLGVIWSGGNTDYNTPFTSRLSINKDNSKSQVFFKMNSLQSNDTAIYYCARALTYYDYEFAYWGQGTLVTVSAASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKGGGGSGGGGSGGGGSGPQGIASGRIRARYLANASRYRIEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEE

	polyGK-EYFP
	MGKKGGKKGGKKGGKKGGKKGGKKGGKKGGKKGGKKGGKKGGKKGGKKGGKMVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKLTLKFICTTGKLPVPWPTLVTTFGYGLQCFARYPDHMKQHDFFKSAMPEGYVQERTIFFKDDGNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVYIMADKQKNGIKVNFKIRHNIEDGSVQLADHYQQNTPIGDGPVLLPDNHYLSYQSALSKDPNEKRDHMVLLEFVTAAGITLGMDELYKLEHHHHHH

	polyGK-(GGGS)2-GGGC
	GPLGSMGKKGGKKGGKKGGKKGGKKGGKKGGKKGGKKGGKKGGKKGGKKGGKKGGKGSGGGGSGGGGSGGGGCLERPHRD

	polyGK-GGGS-(GGGC)2
	GPLGSMGKKGGKKGGKKGGKKGGKKGGKKGGKKGGKKGGKKGGKKGGKKGGKKGGKGSGGGGSGGGGCGGGGCLERPHRD
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