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Figure S11 Prediction of subcellular localization of core genes
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Paper S12 Sequence comparison of homologous clones of Zm00001d012321

tcgeccaaatgttectggagecgcecatactacce agcctggacgccgccaa acgtttctagcggattactgggttcagcttcagcagatggc

Note: Non-synonymous mutation occurs at the red arrow in the figure
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Paper S13 Sequence comparison of homologous clones of Zm00001d037590
Note: Non-synonymous mutation occurs in the red box in the figure



