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	Variety
	Query id
	% identity
	alignment length
	mismatches
	gap openings
	q. Start
	 q. End
	s. Start
	s. End
	E﹣value
	score

	B97_1
	Zm00018ab384730
	97.04
	473
	14
	0
	2
	474
	24
	496
	0
	915

	B97_2
	Zm00018ab152070
	86.221
	479
	50
	7
	1
	474
	1
	468
	0
	789

	CML52_1
	Zm00019ab354630
	93.939
	495
	9
	1
	1
	474
	1
	495
	0
	914

	CML52_2
	Zm00019ab139410
	86.221
	479
	50
	7
	1
	474
	1
	468
	0
	790

	CML247_1
	Zm00023ab377980
	96.617
	473
	15
	1
	2
	474
	24
	495
	0
	908

	CML247_2
	Zm00023ab151410
	86.013
	479
	51
	7
	1
	474
	1
	468
	0
	786

	DK105_1
	Zm00016a039448
	98.101
	474
	9
	0
	1
	474
	1
	474
	0
	928

	DK105_2
	Zm00016a015441
	86.221
	479
	50
	7
	1
	474
	1
	468
	0
	789

	Ki3-1
	Zm00029ab382730
	93.737
	495
	10
	1
	1
	474
	1
	495
	0
	914

	Ki3-2
	Zm00029ab152700
	85.924
	476
	53
	8
	1
	474
	1
	464
	0
	775

	Ki11_1
	Zm00030ab369500
	97.04
	473
	14
	0
	2
	474
	24
	496
	0
	915

	Ki11_2
	Zm00030ab147250
	86.221
	479
	50
	7
	1
	474
	1
	468
	0
	790

	Ky21_1
	Zm00031ab381690
	100
	474
	0
	0
	1
	474
	1
	474
	0
	948

	Ky21_2
	Zm00031ab152690
	85.595
	479
	49
	9
	1
	474
	1
	464
	0
	774

	Mo17_1
	HSPRO2_0
	97.04
	473
	14
	0
	2
	474
	24
	496
	0
	915

	Mo17_2
	HSPRO2_1
	86.43
	479
	49
	7
	1
	474
	1
	468
	0
	792

	Mo18_1
	Zm00034ab391410
	96.617
	473
	16
	0
	2
	474
	24
	496
	0
	914

	Mo18_2
	Zm00034ab156920
	86.221
	479
	50
	7
	1
	474
	1
	468
	0
	790

	Ms71_1
	Zm00035ab380760
	97.04
	473
	14
	0
	2
	474
	24
	496
	0
	915

	Ms71_2
	Zm00035ab152010
	86.013
	479
	51
	7
	1
	474
	1
	468
	0
	786

	NC350_1
	Zm00036ab378140
	98.101
	474
	9
	0
	1
	474
	1
	474
	0
	928

	NC350_2
	Zm00036ab151400
	86.892
	473
	52
	6
	1
	471
	1
	465
	0
	789

	Oh43_1
	Zm00039ab375030
	100
	474
	0
	0
	1
	474
	1
	474
	0
	948

	Oh43_2
	Zm00039ab149040
	86.221
	479
	50
	7
	1
	474
	1
	468
	0
	790

	P39_1
	Zm00040ab390690
	96.617
	473
	16
	0
	2
	474
	24
	496
	0
	914

	P39_2
	Zm00040ab157560
	86.221
	479
	50
	7
	1
	474
	1
	468
	0
	789

	W22_1
	Zm00004b027883
	96.829
	473
	15
	0
	2
	474
	24
	496
	0
	915

	W22_2
	Zm00004b018424
	86.221
	479
	50
	7
	1
	474
	1
	468
	0
	789

	Zx-PI566673_1
	Zx00001a012656
	86.221
	479
	50
	7
	1
	474
	1
	468
	0
	788



