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	Brassica napus (rape)
	Description

	LOC106367140
	probable magnesium transporter NIPA8

	LOC106366854
	4-coumarate--CoA ligase-like 7

	LOC111202360
	gamma-aminobutyrate transaminase POP2, mitochondrial-like

	LOC106401637
	arginine--tRNA ligase, chloroplastic/mitochondrial

	LOC106438331
	protein disulfide-isomerase like 2-1

	LOC106371482
	GATA transcription factor 21-like

	LOC106447057
	delta(3,5)-Delta(2,4)-dienoyl-CoA isomerase, peroxisomal

	LOC106389210
	probable GTP diphosphokinase CRSH, chloroplastic

	LOC106396058
	U1 small nuclear ribonucleoprotein A

	LOC106376221
	COBRA-like protein 7

	LOC106380841
	temperature-sensitive omega-3 fatty acid desaturase, chloroplastic-like



