
	Sample
	Raw_reads
	Clean_reads
	Raw_bases
	Clean_bases
	Error_rate
	Virus reads
	contigs

	D. silvarum M
	89166014
	85081494
	13.37G
	12.76G
	0.03
	388
	71

	D. silvarum N
	79720736
	76726614
	11.96G
	11.51G
	0.04
	291
	38

	D. silvarum F
	89082786
	84164634
	13.36G
	12.62G
	0.04
	354
	43

	I. persulcatus F
	75047894
	72041664
	11.26G
	10.81G
	0.03
	465
	64

	I. persulcatus N
	79201916
	76199280
	11.88G
	11.43G
	0.03
	465
	50

	I. persulcatus M
	73137602
	71005068
	10.97G
	10.65G
	0.03
	381
	43

	H. concinna F
	80835260
	80063270
	12.13G
	12.01G
	0.03
	410
	69

	H. concinna M
	69648672
	68931790
	10.45G
	10.34G
	0.02
	299
	33


Supplemental Table 1.  Metagenome data obtained from 8 pools of three dominant tick species in China
