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Supplementary Figure 1 
FBXW7 alteration frequency in different type of cancers in cBioPortal. 
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[bookmark: OLE_LINK95]Supplementary Figure 2
(A) The RNA-seq FPKM of FBXW7 in TCGA ESCC database.
(B) The RNA-seq FPKM of MAP4 in TCGA ESCC database.
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Supplementary Figure 3
(A) The mRNA expression correlation between FBXW7 and MAP4 in GSE53622 RNA-seq data.
(B) The mRNA expression correlation between FBXW7 and MAP4 in GSE53624 RNA-seq data.
(C) The mRNA expression correlation between FBXW7 and MAP4 in TCGA RNA-seq data.
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