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Supplementary Fig. 1 Multiple sequences alignment of pumpkin CmPR1 amino acid with its homologs of different plant species. Origin of sequences: AZZ86678.1 [Cucurbita moschata cv. ‘112-2’], XP_022934022 [Cucurbita moschata cv. ‘Rifu’], XP_022971839 [Cucurbita maxima], XP_023529291[Cucurbita pepo], XP_004146299 [Cucumis sativus], XP_038878734 [Benincasa hispida], XP_008453636 [Cucumis melo], XP_022135169 [Momordica charantia]. The red colored underline indicates the signal peptide regions; the cleavage sites predicted are shown by the green circular. The blue underlines indicate the CAP domain structure of ~140 bp.
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