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Supplementary Figure 1. The relationship between m6A methylation regulators and prognosis of glioma. (A-L) Kaplan-Meier survival analysis comparing OS between m6A regulators of high- and low-expression.
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Supplementary Figure 2. Biological and immune changes between different clusters. (A) GSVA analysis comparing enriched signaling pathways between m6A clusters. (B) ssGSEA exhibiting major immune activities between m6A clusters.
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