
GSEA analysis PPI and GO analysis

GBM data from CGGA

Data preprocessing

K-Means Algorithm clustering

Heterogeneity analysis of tumor subsets

Evaluation of developmental stages of tumor subsets

Identification of key RBPs in tumors

Expression characteristics of key RBPs under different clinical classification

Analysis on the mechanism of key RBP

Monocle2 infer pseudo-time MS  module

WGCNA analysis Lasso and Cox analysis

Differences in survival and
 prognosis of tumor subtypes

Differential expression of characteristic
 genes of tumor subtypes

Difference of immune infiltration
 among tumor subtypes etc

t-SNE

UMAP MDS

et
c


