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Supplementary Figure S1. Functional annotation of genes carrying genic SNPs. a. Biological, b. Cellular, c. Molecular
 

[image: ]Supplementary Figure S2. Distribution of genes carrying genic SNPs into transcription factor families.
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Supplementary Figure S3. Distribution of the membrane stability index, relative water content, seed weight and yield per plant in the F11 population derived from the cross Pusa 362 X SBD377.

Supplementary Table S1: SNPs with their flanking sequences
(Provided as a separate MS Excel file, sheet 1)
Supplementary Table S2: Number and frequency of SNPs detected on individual chickpea chromosomes
(Provided as a separate sheet in the above mentioned Excel file)
Supplementary Table S3: Structural and functional annotation of SNPs
(Provided as a separate sheet in the above mentioned Excel file)
Supplementary Table S4: Genetic positions of 3237 markers distributed on eight linkage groups of chickpea intra-specific linkage map   
(Provided as a separate sheet in the above mentioned Excel file)
Supplementary Table S5: List of candidate genes and their expression values (RPKM) in diferent tissue with drought specific expression
(Provided as a separate sheet in the above mentioned Excel file)
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