Appendix A. Supplementary data
The following are the Supplementary data to this article:
Supplemental Fig. 1. Detection of the Tbx4 recombinant protein and anti-Tbx4 antibody.
A: Tbx4 recombinant protein, 4μl; BSA, 0.5mg/ml, 2μl. B: immune serum. C: purified antibody, with an IgG concentration of 3.72 mg/ml.

Supplemental Fig. 2. Detection of the Tbx5 recombinant protein and anti-Tbx5 antibody.
A: Tbx5 recombinant protein, 4μl; BSA, 0.5mg/ml, 2μl. B: immune serum. C: purified antibody, with an IgG concentration of 6.95 mg/ml.

Supplemental Fig. 3. Schematic diagram of Pampus argenteus Tbx4 domains. Blue indicates T-box functional domain; gray indicates T-box1 functional domain; brown indicates T-box2 functional domain; green indicates T-box3 functional domain.

Supplemental Fig. 4. Predicted tertiary structure of Pampus argenteus Tbx4 protein.

Supplemental Fig. 5. Alignment of Tbx4 amino acid sequences between Pampus argenteus and other vertebrate speciesa.

Supplemental Fig. 6. Tbx4 phylogenetic tree of 24 vertebrate species constructed according to the maximum likelihood method using MEGA 7.0 software. The number of repeated sampling is 1000; Pampus argenteus is marked with "▲".

Supplemental Fig. 7. Schematic diagram of Pampus argenteus Tbx5 domains. Blue indicates T-box functional domain; gray indicates T-box1 functional domain; green indicates T-box3 functional domain.

Supplemental Fig. 8. Predicted tertiary structure of Pampus argenteus Tbx5 protein.

Supplemental Fig. 9. Alignment of Tbx5 amino acid sequences between Pampus argenteus and other vertebrate species.

Supplemental Fig. 10. Tbx5 phylogenetic tree of 24 vertebrate species constructed according to the maximum likelihood method using MEGA 7.0 software. The number of repeated sampling is 1000; Pampus argenteus is marked with "▲".
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   545 Acanthochromis_polyacanthus

   545 Amphiprion_ocellaris

   545 Anabas_testudineus

   545 Collichthys_lucidus

   545 Cottoperca_gobio

   570 Haplochromis_burtoni

   544 Labrus_bergylta

   545 Larimichthys_crocea

   545 Lates_calcarifer

   542 Liparis_tanakae

   545 Mastacembelus_armatus

   546 Myripristis_murdjan

   540 Notothenia_coriiceps

   545 Pampus_argenteus

   544 Paralichthys_olivaceus

   542 Parambassis_ranga

   545 Perca_flavescens

   543 Seriola_lalandi_dorsalis

   545 Sparus_aurata

   545 Stegastes_partitus
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Architecture

Domain architecture analysis

Display all proteins with similar:

« Domain organisation: Proteins having all the domains as the query in the same order. Additional domains are allowed.
« Domain composition: Proteins with the same domain composition have at least one copy of each of domains of the query.

The SMART diagram above represents a summary of the resits shown below. Domains with scores less significant than established cutof
is given by SMART > PFAM > PROSPERO repeats > Signal peptide > Transmembrane > Coiled coil > Unstructured regions > Low.

Confidently predicted domains, repeats, motifs and features:

Name Start & End E-value
TBOX. 52 242 362e-124 -
low complexity 472 490 NA .

Click on a row to highiight the feature in the diagram above. Click the feature name for more information.
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