Additional file 1

Table S1. Significant enrichment of differential genes in GO terms and KEGG

pathways.

Category Term Describe Count PValue
GOTERM_BP GO0:0060749  mammary gland alveolus development 4 5.34E-05
GOTERM_BP transcription from RNA polymerase |1

G0:0006366 10 4.09E-04
promoter
GOTERM_BP positive regulation of transcription, DNA-
G0:0045893 10 4.21E-04
templated
GOTERM_BP positive regulation of transcription from
G0:0045944 13 0.001129762
RNA polymerase Il promoter
GOTERM_BP G0:0008283  cell proliferation 8 0.001133991
GOTERM_BP G0:0048485  sympathetic nervous system development 3 0.001938348
GOTERM_BP GO0:0008284  positive regulation of cell proliferation 8 0.004397438
GOTERM_BP GO0:0006338  chromatin remodeling 4 0.006471285
GOTERM_BP GO0:0032355  response to estradiol 4 0.007562598
GOTERM_BP negative regulation of transcription from
G0:0000122 9 0.013700033
RNA polymerase Il promoter
GOTERM_BP epithelial cell proliferation involved in
G0:0060750 2 0.017512815
mammary gland duct elongation
GOTERM_BP GO0:0010629 negative regulation of gene expression 4 0.022613062
GOTERM_BP GO0:0060548 negative regulation of cell death 3 0.024476563
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