Supplementary file 5. Relative expression (RQ) of selected miRNAs and target genes in samples
cultivated on various media. Bars indicate minimum and maximum RQ values. Samples labelled with
the same letter are not statistically different (p>0.05). nd — expression not detected. The WPM sample
was set as the reference sample.
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WPM 1| 0.874734| 1.143204
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WPM 1| 0.879362| 1.137188
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