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All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy
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Validation

The raw sequencing data has been deposited in the Genome Sequence Archive of the BIG Data Center, Beijing Institute of Genomics (BIG), Chinese Academy of
Science, under accession number .

All datasets and custom codes generated in the study are available from the corresponding author on reasonable request.

Databases used in this study include COV-AbDab database: http://opig.stats.ox.ac.uk/webapps/covabdab/.

EM density maps and atomic models will be deposited in the EMDB and wwPDB before publication.

Not applicable to this study, because no sample size calculation was performed to design the study.

No data were excluded.

Experimental assays were performed in biological duplicate or triplicate (or more) according to or exceeding standards in the field. We
conducted all neutralization and antibody functional assays in biological duplicate, triplicate, or more, as indicated in relevant figure legends.
In all cases, representative figure displays were appropriately replicated.

Not applicable to this study, as we do not report experiments that use randomized data.

The investigators were not blinded to allocation during experiments and outcome assessment. Data collection and analysis were performed
by different team, the sample classification were replaced by marks during data analysis.

HRP-labeled Goat Anti-Human IgG(H+L) (Beyotime, cat. A0201, dilution 1:5000);

HRP-Mouse Anti-M13 antibody (NBbiolab, cat. S004H, dilution 1:5000).

HRP-labeled Goat Anti-Human IgG(H+L) is an established commercial antibody;




