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Supplementary Information

Supplementary Tables:

Table S1. The clinical and pathological information of ESCC patients
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Table S2. List of qPCR primers
AKT3-STCODE-178-F ATGGACTGCATGGACAATGA
AKT3-STCODE-178-R AGGTGCOCCTGLTATGIGTA
imEA-RT-FPCR—
AKT3-3UTER-164-F TCACTAAGCTGTGGCTGGAA
AKT3-3UTE-164-FE ATGATTGCCCGTGAAGTCTC
TUTR AKT3-3"UTE contain m°A sitz ENA ssquence | TTGGTAGAAGGACTGAACAACTGTT
AKT3-3"UTE contain m°4 sitz ENA ssquence |GTTCTACCAAGAACTGAAGGCATAT
#H-AKT3-1 GGATGACTCTCATCTCOGAAGG
Top strand GATCCGEATGACTCTCATCTCGAAGET TCAAGAGACCTTCGAGATGAGAGTCATCCTTTTTITG
Bottom strand AATTCAAA A A AGEATGACTCTCATCTCGAAGETCTCTTGAACCTTCGAGATGAGAGTCATCCG
5-AKT3-2 AAATAGCCGCTGCTTGTGAGA
Top strand GATCCGAAATAGCCGCTECTTGTGAGATTCAAGAGATCTCACAAGCAGCGECTATTTTTITITTE
Bottom strand AATTCAAAAAA A ATAGCCGCTGCTTETCGAGATCTCTTGAATCTCACAAGCAGCGECTATTTCG
51-AKT3-3 AAGAGCAGAGCAGCATACAACGTAA
Top strand GATCCGAAGAGCAGAGCAGCATACAACGTAATTCAAGAGATTACGTTGTATGCTGCTCTGCTCTTTTT
~ Bottom strand AATTCAAAAA L A AGAGTAGAGCAGCATACAACGTAATCTCTTGAATTACGTTGTATGCTGCTCTGCT
sh-FINA mFToa
Top strand GATCOGEATGACT CTCATCTCGAAGET TCAAGAGACCTTOGAGATGAGAGTCATCCTITITIC
Bottom strand AATTCAAAAA AGEATGACTCTCATCTCGAAGETCTCT TGAACCTTCGAGATGAGAGTCATCCG
sh-FTO-2
Top strand GATCCGAAATAGCCGCTGCTTGTGAGATTCAAGAGATCTCACAAGCAGCGGCTATTTITITITE
Bottom strand AATTCAANAAMN A ATAGCCGCTGCTTGTGAGATCTCTTGAATCTCACAAGCAGCGGCTATTTCG
sh-FTO-3
Top strand GATCCGAAGAGCAGAGCAGCATACAACGTAATTCAAGAGATTACGTTGTATGCTGCTCTGCTCTTTTT
Bottom strand AATTCAAAAA M A AGAGCAGAGCAGCATACAACGTAATCTCTTGAATTACGTTOTATGCTGCTCTECT
Pull down sense-AKT3 TGTCTCTGCCTTGGACTATCTA
Antizense-AKTS TAGATAGTCCAAGGCAGAGACA
Rip Q-AKT3-F TGTCTCTGCCTTGGACTATCTA
Q-AKT3-RE CTGCATCTGTGATCCCTTICTT
s1-AKT3 TTCTCCGAACGTGTCACGTAA
Top strand: GATCOGTTCTCCGAACGTGTCACGTAATTCAAGAGATTACGTGACACGTTOGGAGAATTITIT
Lentivires |Bottom strand: AATTGAAAAA A TTCTCOGAACGTGTCACGTAATCTCTTGAATTACGTGACACGTTCGGAGAAC
LV-h-AKT3-EB-F AGAGGATCTATTTCCGOTGAATTCGCCACCATGAGCGATGTTACCATTG
LV-h-AKT3-EB-R TCACTTAAGCTTGETACCGAGEATCCTICTCGTCCACTTGCAGAGTAGE
hFTO-F GEAACAAAGGAATGAMAATCTTGAC
FTO-PCE |WFTO-R TAATGTTCGGGCAATTCGTG
WFTO-P CCTTGCCTOGCTCACTGCACG
Hakt3-F GATTTACCTTATCCCCTCAACAAC
AKT3-PCR [hAKT3-R AACAGTAGTCCACTGGAGACATCTG
hAETS-P CCAGTTAATGAAAACAGAACGACCAAAGT
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Fig S1. The full-length gels of the FigurelD, western analyses used in the revised manuscript.
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Fig S2. The full-length gels of the FigurelE, western analyses used in the revised manuscript.
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Fig S3. The full-length gels of the Figure2D, western analyses used in the revised manuscript.
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Fig S4. The full-length gels of the Figure5A and 5B, western analyses used in the revised manuscript.
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Fig S5. The full-length gels of the Figure5D, western analyses used in the revised manuscript.
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Fig S6. The full-length gels of the Figure5E, western analyses used in the revised manuscript.
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Fig S6. The full-length gels of the Figure6B, western analyses used in the revised manuscript.
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Fig S7. The full-length gels of the Figure7A, western analyses used in the revised manuscript.
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Fig S8. The full-length gels of the Figure7B, western analyses used in the revised manuscript.
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Fig S9. The full-length gels of the Figure7F and 7G, western analyses used in the revised manuscript.



