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[bookmark: _GoBack][bookmark: OLE_LINK1][bookmark: OLE_LINK2]Figure S1: The MethHC database identifies promoter methylation status of m6A-related genes. A) The promoter methylation status of m6A “writers” in breast cancer and normal controls. B) The promoter methylation of m6A “erasers” in breast cancer and normal controls; C) The promoter methylation of m6A “readers” in breast cancer and normal controls. Red, breast cancer; Green, normal controls.
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