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	NO.
	Category
	Description
	Count
	%
	Log10(P)
	Log10(q)
	Gene symbol

	GO:1903311
	GO Biological Processes
	regulation of mRNA metabolic process
	22
	43.14
	-27.47
	-23.15
	ELAVL1|HNRNPA2B1|HNRNPC|PABPN1|CNOT8|WTAP|SRSF10|PAPOLA|CNOT1|VIRMA|RBMX|CNOT7|RBM15B|ALKBH5|METTL3|METTL14|RBM15|METTL16|FTO|YTHDC1|DCP2|YTHDF3

	GO:0050684
	GO Biological Processes
	regulation of mRNA processing
	11
	21.57
	-14.29
	-10.82
	HNRNPA2B1|PABPN1|WTAP|SRSF10|PAPOLA|VIRMA|RBMX|RBM15B|RBM15|METTL16|YTHDC1

	GO:0061013
	GO Biological Processes
	regulation of mRNA catabolic process
	12
	23.53
	-14.08
	-10.66
	ELAVL1|HNRNPC|CNOT8|CNOT1|CNOT7|ALKBH5|METTL3|METTL14|METTL16|FTO|DCP2|YTHDF3

	GO:0009451
	GO Biological Processes
	RNA modification
	10
	19.61
	-11.83
	-8.68
	ALKBH1|WTAP|VIRMA|RBM15B|ALKBH5|METTL3|METTL14|RBM15|METTL16|FTO

	GO:0009048
	GO Biological Processes
	dosage compensation by inactivation of X chromosome
	5
	9.8
	-9.54
	-6.65
	EXOSC10|RBM15B|METTL3|RBM15|YTHDC1

	GO:0006307
	GO Biological Processes
	DNA dealkylation involved in DNA repair
	4
	7.84
	-8.44
	-5.64
	[bookmark: OLE_LINK1]ALKBH1|ALKBH5|FTO|ALKBH2

	hsa03018
	KEGG Pathway
	RNA degradation
	6
	11.76
	-7.86
	-5.13
	EXOSC10|CNOT8|CNOT1|MTREX|CNOT7|DCP2

	GO:0031053
	GO Biological Processes
	primary miRNA processing
	3
	5.88
	-6.13
	-3.57
	HNRNPA2B1|SRRT|METTL3

	GO:0031123
	GO Biological Processes
	RNA 3'-end processing
	6
	11.76
	-6.13
	-3.57
	EXOSC10|PABPN1|PAPOLA|VIRMA|PAPOLB|PAPOLG

	GO:1904356
	GO Biological Processes
	regulation of telomere maintenance via telomere lengthening
	4
	7.84
	-5.05
	-2.57
	HNRNPA2B1|HNRNPC|EXOSC10|DCP2

	GO:0034470
	GO Biological Processes
	ncRNA processing
	7
	13.73
	-4.81
	-2.38
	HNRNPA2B1|EXOSC10|ALKBH1|MTREX|SRRT|METTL3|METTL16

	GO:0007283
	GO Biological Processes
	spermatogenesis
	6
	11.76
	-3.02
	-0.87
	MYBL1|ALKBH5|METTL3|METTL14|PMFBP1|TDRD5

	GO:0031330
	GO Biological Processes
	negative regulation of cellular catabolic process
	4
	7.84
	-2.62
	-0.51
	EIF4G2|ELAVL1|HNRNPC|ERLEC1






