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Supplementary Data File 1  Original figures of CBB staining and N-glycan staining. 

Of the figure divided by the dotted line of CBB staining, the left side was used for Fig. 1b and Fig. 2, and the 

right side was used for Fig. 1c. N-Glycan staining result was cropped to remove unnecessary region and was 

used for Fig. 1c.  



 

 

Supplementary Data File 2  Original figure of de-glycosylated tIFN- 

Two different concentrations of purified tIFN- were separated by SDS-PAGE, followed by CBB staining. Of 

the figure divided by the dotted line, the right side was used for Fig. 5a.  

 


