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Each Cycle threshold (Ct) value is calculated based on the contrast between the probe amplification against nonspecific strands.

	Probe
	Ct (threshold 200), Mutant 5x101

	
	Q954H
	T547K
	T19R

	Low Tm probe (A)
	38.08
	39.20
	36.80

	Medium Tm probe (B)
	38.18
	38.37
	36.31

	High Tm probe (C)
	37.48
	37.96
	36.28





Supplementary Table 2. Sequence and Tm information of probes and Com probes used for Figure 2.

	Target
	Probe Name
	Sequence
	Tm(℃)

	Q954H
(CAA → CAT)
	Probe
	FAM-Q954H+3
	5’-FAM-TGGTCAACCATAATGCACAAG-BHQ1 
	57.5

	
	Com probe
	Q954H Combi 2
	 5’-GTGGTCAACCAAAATGCACAAGGCp 
	65.2

	T547K
(ACA→ AAA)
	Probe
	JOE-T547K+2
	5’-JOE- TCAATGGTTTAAAAGGCACAGG-BHQ1 
	58.4

	
	Com probe
	T547K Combi
	5’- TCAATGGTTTAACAGGCACAGGTGp
	63.6

	T19R
(ACA → AGA)
	Probe
	FAM-T19R-S+2
	5’-FAM- TGTGTTAATCTTAGAACCAGAACT 
	58.3

	
	Com probe
	T19R-S Combi
	5’- GTGTGTTAATCTTACAACCAGAACTCAp BHQ1
	63.7





Supplementary Table 3. Primer and Probes used for Figure 4

	Target Gene
	Primer/Probe
	μM

	
	
	A
	B
	C

	Q954H
	Covid19-Q954H-F1
	0.5
	0.5
	0.5

	
	Covid19-Q954H-R1
	0.5
	0.5
	0.5

	
	FAM-Q954H
	0.5
	-
	-

	
	FAM-Q954H-3
	-
	0.5
	0.5

	
	954Q-combi 2
	-
	-
	0.5

	T547K
	Covid19-T547K-F
	0.5
	0.5
	0.5

	
	Covid19-T547K-R
	0.5
	0.5
	0.5

	
	JOE-T547K+1
	0.5
	-
	-

	
	JOE-T547K+2
	-
	0.5
	0.5

	
	547T-combi
	-
	-
	0.5




