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Figure S1. Establishment of HepG2-DP cells.
A) Protein expression of DNMT1 and PKR in HepG2-DP cells before cloning. The cells were harvested, and Western blot analysis was performed to measure DNMT1 and PKR levels. B, C) Phase-construct image of HepG2-DP colonies. Cells were cloned by single colony picking and numbering. D) Protein expression of DNMT1 and PKR in HepG2-DP clones. The cells were harvested, and Western blot analysis was performed to measure DNMT1 and PKR levels.
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Figure S2. Gene expression of cell–cell adhesion factors.
Gene expression array for cell–cell adhesion factors. HepG2-WT and HepG2-DP cells were seeded and cultured for 72 h. The expression level was corrected by the average value, and the data was visualized as a heat map.
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Figure S3. Hepatic function in differentiated HepG2-WT cells.

A) Phase-construct image of HepG2 cells cultured in differentiation medium. The cells were cultured in the differentiation medium for 14 days. Scale bar, 100 μm. B) Gene expression of CYPs, ALB, AFP, bile acid conjugation enzymes, and bile acid transporters. Cells were cultured for 72 h. Reverse transcription polymerase chain reaction–examined gene expression levels of CYP1A2, CYP3A4, ALB, AFP, UGT1A1, UGT1A3, BSEP, and MRP2. Diff (-) indicates the control and Diff (+) indicates the differentiation condition. C) Albumin production of differentiated cells. Albumin production per 24 h was quantified by enzyme-linked immunosorbent assay. D) CYP1A2 and CYP3A4 activity in differentiated cells. Cells were cultured for 48 h and then treated with the indicated inducers for 24 h. CYPs activities were examined using the P450-Glo CYP3A4 assay kit. White bars indicate the no CYP inducer condition and black bars indicate the CYP inducer condition. The values are the mean ± standard deviation for three samples. Statistical analysis was performed by applying the t-test (*p < 0.05).

Table S1
Assay ID of quantitative PCR primers (TaqMan®︎Gene Expression Assay).
	Gene
	Assay ID

	CYP1A2
	Hs01070371_g1

	CYP3A4
	Hs00604506_m1

	ALB
	Hs00609411_m1

	AFP
	Hs01040603_m1

	UGT1A1
	Hs02511055_s1

	UGT1A3
	Hs04194492_g1

	ABCC2
	Hs00960489_m1

	ABCC11
	Hs00994823_m1

	GAPDH
	Hs02758991_g1




