Table 1: ANOVA table for biochemical parameters in inflorescence and seeds ofquinoa genotypes representing ALK (alkaline invertase), ACD (acid invertase), SPS (sucrose phosphate synthase), SS (sucrose synthase) SSC (sucrose synthase cleavage), ASK (aspartate kinase). Values given are significant at 5% level of significance. DF, degrees of freedom

	Inflorescence 
	
	
	Seeds 

	SourceA
	DF
	 ACD
	ALK
	SPS
	SS
	ASK
	
	DF
	 ACD
	ALK
	SPS
	SS
	SSC

	AB

A

B
	3

3

1
	ns

ns

**
	ns

ns

***
	**

***

ns
	*

***

ns
	**

**

ns
	
	6

3

3
	ns

*

****


	ns

ns

****
	ns

ns

*
	*

ns

*
	ns

ns

***


Table 2:  ANOVA table for biochemical parameters in seeds of quinoa genotypes representing NR (nitrate reductase), NIR (nitrite reductase), GS (glutamine synthetase), GOGAT (glutamate synthase), GDH (glutamate dehydrogenase), ASK (aspartate kinase). Values given are significant at 5% level of significance. DF, degrees of freedom
	SourceA
	DF
	NR
	NIR
	     GS
	GOGAT
	GDH
	ASK

	AB

A

B
	6

3

2
	*

**

****


	ns

*

****
	*

*

***


	ns

ns

ns
	ns

ns

ns
	**

ns

****


Table 3:  ANOVA table for biochemical parameters in inflorescence and seeds of quinoa genotypes representing TSS (total soluble sugars), TS (total starch content), TAC (total amino acid content), TPC (total protein content) and DPPH (2,2diphenyl-1-picrylhydrazyl radical scavenging activity. Values given are significant at 5% level of significance. DF, degrees of freedom
	Inflorescence 
	
	
	
	Seeds 

	SourceA
	DF
	 TSS
	TS
	TAC
	TPC
	DPPH
	
	DF
	TSS
	TS
	TAC
	TPC
	DPPH
	SAPONIN

	AB

A

B
	3

3

1
	ns

ns

****
	***
***

ns
	ns
*

***
	ns
**

****
	ns
ns

**
	
	6
3

2
	*

**

***
	*
**

****
	ns
**

***
	ns
*

**
	***
ns

****
	ns
ns

***


