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	NO.
	Probe Sequence
	Site

	hsa_circ_0012152
	1
	ACTGGGGAATCATTCCCTCCTAAGACATCTGTCATTCCGATCCTCT
	

	Lac Z
	1
	ACCGCATATGGTGCACTCTC
	26

	
	2
	TCCTTACGCATCTGTGCGGT
	53

	
	3
	GCGAATGGCGCCTGATGCGG
	80

	
	4
	CTTCCCAACAGTTGCGCAGC
	107

	
	5
	ATAGCGAAGAGGCCCGCACC
	134

	
	6
	CACATCCCCCTTTCGCCAGC
	161

	
	7
	GGCGTTACCCAACTTAATCGC
	188

	
	8
	TTACAACGTCGTGACTGGGA
	216

	
	9
	CATGCAAGCTTGGCACTGGC
	243

	
Negative control 
	10

	CCATGATTACGAATTCGAGCTC
CAAACGGCGGATTGACCGTAATGGGATAGGTCACGTTGGTGTAGATGGGCGCATCGTAAC
	303
284
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