
                               Table 3  primers for PCR
	gene
	Primer sequence
	Length(bp)

	U6
	F:5’GCTTCGGCAGCACATATACTAAAAT3’
R:5’CGCTTCACGAATTTGCGTGTCAT3’
	89

	hsa-miR-30b-3p
	F:5’GGCTGGGATGTGGATGTT3'
R:5’CAGTGCGTGTCGTGGAGT3'
	64

	hsa-miR-502-5p
	F:5’GGGGAATCCTTGCTATCTGG3’
R:5’GTGCGTGTCGTGGAGTCG3’
	64

	hsa-miR-342-5p
	F:5'GGGGAGGGGTGCTATCTGT3'
R:5’ GTGCGTGTCGTGGAGTCG3’
	63

	hsa-miR-296-3p
	F:5'AAGAGGGTTGGGTGGAGG3’
R:5’CAGTGCGTGTCGTGGAGT3'
	64

	[bookmark: _GoBack]hsa-miR-548ae-3p
	F:5'GGGGCAAAAACTGCAATTA3’
R:5’ GTGCGTGTCGTGGAGTCG3’
	63

	FTO
	F:5'GGAAGAAGATGGAGGGTGTGA3’
R:5’ ATGCCATTCTCTCCTCAGGTT3’
	

	hsa-miR-548aj-3p
	GSP:5'GGGGGGTAAAAACTGCAATTA3’
R:5’ GTGCGTGTCGTGGAGTCG3’
	65

	hsa-miR-548aq-3p
	F:5'GGGGCAAAAACTGCAATTAC3’
R:5’ GTGCGTGTCGTGGAGTCG3’
	64

	hsa-miR-6719-3p
	F:5'GGGGGTCTGACATCAGTGATT3’
R:5’ GTGCGTGTCGTGGAGTCG3’
	65

	hsa-miR-6809-3p
	F:5'GGGGGCTTCTCTTCTCTCCT3’
R:5’ GTGCGTGTCGTGGAGTCG3’
	64

	GAPDH
	F:5’GGGAAACTGTGGCGTGAT3’
R:5’GAGTGGGTGTCGCTGTTGA3’
	299

	RNF220
	F:5’AAGTCCCTCCTGTTGTCTGCT3’
R:5’CATCTTGCTTCCTCCGTTTC3’
	184

	hsa_circ_0012152
	F:5’GTTGATGACACTGGGAAGAAGATT3’
R:5’GCGTTACGCAAGAAGCAGTC3’
	187

	hsa_circ_0012152
	F:CCCTTCTCAAGACGGATCCGTCTTAGGAGGGAATGATTCCCCAGTAATATT
R: CTCTTTCCGTGGCCGGCGTTACGCA
	742

	hsa_circ_0012152- mut 1
	F:TGCGTAACGCCGGCCACGGAAAGAG
R: CTCTTTCCGTGGCCGGCGTTACGCA
	742

	hsa_circ_0012152- mut 2
	F:GCAAGGAATATGGCTTTGGGACACAGCTG
R: CAGCTGTGTCCCAAAGCCATATTCCTTGC
	742

	SRSF1
	 F: ATCTCATGAGGGAGAAACTGC 
 R: TATGACGGGGAGAATAGCGT 
	182



