eRNA	      gene	    cor	   pvalue
AL137803.1	LINC02864	0.448	6.73E-20
AL137803.1	AACSP1	0.402	6.35E-16
AL137803.1	CHMP1B2P	0.43	2.94E-18
AL137803.1	XCL1	0.413	7.26E-17
AL137803.1	DSCR4-IT1	0.526	5.58E-28
AL137803.1	AP005328.1	0.412	1.02E-16
AL137803.1	GABRA3	0.571	9.77E-34
AL137803.1	ERVMER61-1	0.497	1.03E-24
AL137803.1	SNHG27	0.516	7.99E-27
AL137803.1	RAD54L	0.404	4.34E-16
AL137803.1	AC021504.1	0.424	9.94E-18
AL137803.1	PAGE2	0.441	3.08E-19
AL137803.1	ASNSP1	0.427	4.94E-18
AL137803.1	LINC01667	0.459	7.34E-21
AL137803.1	AC025881.1	0.402	5.73E-16
AL137803.1	AC090015.1	0.548	1.12E-30
AL137803.1	AC090709.1	0.466	1.40E-21
AL137803.1	LINC02293	0.593	6.94E-37
AL137803.1	AL583808.1	0.482	3.69E-23
AL137803.1	AL035401.1	0.506	1.14E-25
AL137803.1	AL139327.1	0.458	9.26E-21
AL137803.1	AC103808.6	0.449	6.26E-20
AL137803.1	BRINP3	0.454	1.91E-20
AL137803.1	AP000523.1	0.41	1.32E-16
AL137803.1	AC114485.1	0.487	1.21E-23
AL137803.1	EYA4	0.456	1.41E-20
AL137803.1	CASC9	0.594	5.75E-37
AL137803.1	NAP1L6P	0.536	3.19E-29
AL137803.1	FAR2P4	0.483	3.04E-23
AL137803.1	LINC02163	0.534	6.13E-29
AL137803.1	LINC01748	0.608	3.58E-39
AL137803.1	RFPL4B	0.493	2.79E-24
AL137803.1	FAM183A	0.432	1.88E-18
AL137803.1	LINC00879	0.541	7.43E-30
AL137803.1	ZNF716	0.461	4.06E-21
AL137803.1	DEPDC1	0.418	3.21E-17
AL137803.1	AC092506.1	0.492	3.42E-24
AL137803.1	EZHIP	0.45	5.30E-20
AL137803.1	LINC02267	0.55	5.48E-31
AL137803.1	AC024405.2	0.439	5.11E-19
AL137803.1	AC112493.1	0.437	6.83E-19
AL137803.1	AC244107.1	0.442	2.42E-19
AL137803.1	RNU6-909P	0.483	2.62E-23
AL137803.1	VCX	0.526	5.67E-28
AL137803.1	MAGEA12	0.427	4.95E-18
AL137803.1	OR8G3P	0.478	8.78E-23
AL137803.1	SOHLH2	0.5	4.74E-25
AL137803.1	GABRG2	0.427	5.21E-18
AL137803.1	AC106754.1	0.443	2.09E-19
AL137803.1	AC104041.1	0.451	3.86E-20
AL137803.1	LINC02492	0.468	8.69E-22
AL137803.1	PMPCAP1	0.507	8.10E-26
AL137803.1	PES1P1	0.571	8.70E-34
AL137803.1	AC007128.2	0.519	3.72E-27
AL137803.1	CASC20	0.552	3.06E-31
AL137803.1	HOMER2P1	0.487	1.15E-23
AL137803.1	PLCB1	0.502	2.69E-25
AL137803.1	KCNH8	0.439	5.24E-19
AL137803.1	GNGT1	0.573	4.79E-34
AL137803.1	NKAIN2	0.44	3.76E-19
AL137803.1	C18orf54	0.416	4.05E-17
AL137803.1	FRG1JP	0.402	5.63E-16
AL137803.1	AL591501.1	0.448	7.43E-20
AL137803.1	ZNF385D-AS1	0.463	3.13E-21
AL137803.1	DACH2	0.499	6.48E-25
AL137803.1	FTHL17	0.415	5.46E-17
AL137803.1	AC108749.1	0.412	9.06E-17
AL137803.1	ZNF681	0.406	2.80E-16
AL137803.1	EME1	0.418	3.06E-17
AL137803.1	DDIAS	0.42	2.17E-17
AL137803.1	AC115220.1	0.449	6.35E-20
AL137803.1	AL691420.1	0.516	8.14E-27
AL137803.1	AC090358.1	0.458	7.72E-21
AL137803.1	LINC02307	0.443	2.20E-19
AL137803.1	LINC01807	0.505	1.31E-25
AL137803.1	DUXAP8	0.515	1.15E-26
AL137803.1	AL139042.1	0.515	1.03E-26
AL137803.1	AL133467.4	0.565	5.89E-33
AL137803.1	AC002076.1	0.492	3.54E-24
AL137803.1	PKIA-AS1	0.442	2.54E-19
AL137803.1	AC090204.1	0.406	2.76E-16
AL137803.1	MIR548XHG	0.539	1.38E-29
AL137803.1	DSCR4	0.53	1.66E-28
AL137803.1	IGHVII-44-2	0.489	7.83E-24
AL137803.1	FIRRE	0.465	1.69E-21
AL137803.1	AL031736.1	0.428	3.94E-18
AL137803.1	RPS18P6	0.408	1.89E-16
AL137803.1	LINC01905	0.476	1.47E-22
AL137803.1	PPP1R2P10	0.484	2.09E-23
AL137803.1	KCNK9	0.491	3.95E-24
AL137803.1	AC021723.1	0.42	2.12E-17
AL137803.1	KDM4A-AS1	0.408	2.05E-16
AL137803.1	HTR2C	0.472	3.90E-22
AL137803.1	AC093520.1	0.402	5.48E-16
AL137803.1	LINC02438	0.547	1.56E-30
AL137803.1	POLD2P1	0.484	2.33E-23
AL137803.1	AC107419.1	0.454	2.19E-20
AL137803.1	LINC00346	0.476	1.51E-22
AL137803.1	AC104131.1	0.432	1.81E-18
AL137803.1	ZC2HC1A	0.467	1.07E-21
AL137803.1	AL390334.1	0.539	1.35E-29
AL137803.1	AC097515.1	0.487	1.21E-23
AL137803.1	AC112178.1	0.591	1.51E-36
AL137803.1	ZNF257	0.487	1.22E-23
AL137803.1	CT47B1	0.425	8.13E-18
AL137803.1	AL592466.1	0.565	7.13E-33
AL137803.1	AC018641.1	0.52	2.61E-27
AL137803.1	AL450322.2	0.46	5.91E-21
AL137803.1	AC103808.4	0.429	3.35E-18
AL137803.1	NDC1	0.432	1.92E-18
AL137803.1	AP005901.1	0.426	5.85E-18
AL137803.1	LINC01967	0.554	1.84E-31
AL137803.1	CFAP61-AS1	0.504	1.84E-25
AL137803.1	AC106744.1	0.426	6.02E-18
AL137803.1	AC005537.2	0.49	5.53E-24
AL137803.1	TPTE	0.461	4.60E-21
AL137803.1	TGIF2LX	0.473	3.35E-22
AL137803.1	CIP2A	0.404	4.08E-16
AL137803.1	ACTBP8	0.435	1.10E-18
AL137803.1	KRTAP20-2	0.402	5.67E-16
AL137803.1	AC006946.2	0.413	7.39E-17
AL137803.1	AC010385.2	0.425	8.21E-18
AL137803.1	AL122126.2	0.508	6.41E-26
AL137803.1	AC012339.1	0.478	8.89E-23
AL137803.1	LINC01630	0.445	1.52E-19
AL137803.1	NF1P8	0.444	1.80E-19
AL137803.1	LINC01518	0.506	9.57E-26
AL137803.1	MAGEA8	0.408	1.79E-16
AL137803.1	LINC00355	0.503	2.20E-25
AL137803.1	CSAG3	0.42	1.96E-17
AL137803.1	TRAIP	0.407	2.38E-16
AL137803.1	IGF2BP3	0.404	4.22E-16
AL137803.1	AL450322.1	0.462	3.39E-21
AL137803.1	RHOXF2B	0.416	4.07E-17
AL137803.1	CT83	0.546	1.70E-30
AL137803.1	LINC01795	0.419	2.57E-17
AL137803.1	LINC02475	0.448	7.93E-20
AL137803.1	OFCC1	0.478	9.98E-23
AL137803.1	AC093730.1	0.415	4.94E-17
AL137803.1	AP005230.1	0.498	7.33E-25
AL137803.1	NEIL3	0.434	1.24E-18
AL137803.1	LINC01249	0.496	1.40E-24
AL137803.1	GFY	0.414	6.79E-17
AL137803.1	WDR82P1	0.46	6.12E-21
AL137803.1	LINC00501	0.402	5.53E-16
AL137803.1	AC023347.1	0.435	1.10E-18
AL137803.1	AC092625.1	0.545	2.94E-30
AL137803.1	AC093515.1	0.444	1.60E-19
AL137803.1	LINC01419	0.535	4.30E-29
AL137803.1	UGT8	0.439	4.71E-19
AL137803.1	KNOP1P5	0.444	1.58E-19
AL137803.1	C5orf58	0.488	8.84E-24
AL137803.1	AC008443.3	0.457	1.07E-20
AL137803.1	LINC00958	0.433	1.66E-18
AL137803.1	AC007128.1	0.466	1.61E-21
AL137803.1	AC008554.1	0.453	2.32E-20
AL137803.1	AL135878.1	0.555	1.24E-31
AL137803.1	AL158819.1	0.44	3.62E-19
AL137803.1	DCAF4L2	0.525	7.88E-28
AL137803.1	MAGEB16	0.448	6.92E-20
AL137803.1	AC010528.1	0.461	4.46E-21
AL137803.1	LINC02505	0.506	1.11E-25
AL137803.1	LINC01139	0.567	3.64E-33
AL137803.1	SLCO6A1	0.571	9.61E-34
AL137803.1	MAGEA6	0.544	3.14E-30
AL137803.1	NRAS	0.416	4.61E-17
AL137803.1	DDX53	0.467	1.16E-21
AL137803.1	C12orf56	0.534	6.00E-29
AL137803.1	POU6F2-AS2	0.483	2.86E-23
AL137803.1	CSAG1	0.454	2.23E-20
AL137803.1	AL157778.1	0.472	3.68E-22
AL137803.1	MUC15	0.465	1.76E-21
AL137803.1	LINC00348	0.452	3.19E-20
AL137803.1	AC103808.3	0.536	3.83E-29
AL137803.1	AC093791.1	0.529	2.58E-28
AL137803.1	AL592227.1	0.424	9.12E-18
AL137803.1	PIFO	0.402	5.76E-16
AL137803.1	LINC02109	0.511	2.79E-26
AL137803.1	GTSF1	0.526	4.91E-28
AL137803.1	CCDC88A	0.45	5.02E-20
AL137803.1	PPP4R3C	0.552	3.30E-31
AL137803.1	TUBA3C	0.469	6.76E-22
AL137803.1	AC011447.7	0.453	2.33E-20
AL137803.1	LINC01242	0.514	1.20E-26
AL137803.1	CDH18	0.403	5.27E-16
AL137803.1	LINC02327	0.537	2.45E-29
AL137803.1	IGHV7-40	0.402	5.52E-16
AL137803.1	OR8G5	0.564	8.95E-33
AL137803.1	MIR2052HG	0.426	6.09E-18
AL137803.1	BX276092.7	0.452	2.83E-20
AL137803.1	SLC30A8	0.487	1.15E-23
AL137803.1	AC026320.1	0.454	2.07E-20
AL137803.1	CCDC192	0.463	2.72E-21
AL137803.1	AL133372.2	0.414	6.01E-17
AL137803.1	CALCR	0.436	8.32E-19
AL137803.1	AC025254.1	0.525	7.77E-28
AL137803.1	NFYAP1	0.455	1.75E-20
AL137803.1	BNIP3P17	0.435	1.14E-18
AL137803.1	LINC02404	0.567	3.20E-33
AL137803.1	SP3P	0.462	3.43E-21
AL137803.1	LINC01694	0.446	1.06E-19
AL137803.1	CADM2	0.425	7.52E-18
AL137803.1	DCAF8L1	0.535	4.19E-29
AL137803.1	LINC00491	0.575	2.39E-34
AL137803.1	PFKFB4	0.41	1.35E-16
AL137803.1	AC012625.1	0.448	7.08E-20
AL137803.1	CYCSP6	0.434	1.24E-18
AL137803.1	FANCD2	0.418	3.07E-17
AL137803.1	TYW3	0.411	1.07E-16
AL137803.1	LYPD8	0.437	6.95E-19
AL137803.1	IBSP	0.477	1.17E-22
AL137803.1	LINC01019	0.477	1.29E-22
AL137803.1	TCL6	0.494	2.17E-24
AL137803.1	AC097512.1	0.47	6.62E-22
AL137803.1	AP000525.1	0.491	4.23E-24
AL137803.1	SLITRK1	0.419	2.55E-17
AL137803.1	BBOX1-AS1	0.407	2.16E-16
AL137803.1	ZEB2P1	0.445	1.36E-19
AL137803.1	LINC01202	0.458	8.04E-21
AL137803.1	AC087855.2	0.517	5.95E-27
AL137803.1	AC068756.1	0.609	2.25E-39
AL137803.1	MAGEC2	0.535	4.91E-29
AL137803.1	AL162413.1	0.408	2.09E-16
AL137803.1	COL24A1	0.535	4.38E-29
AL137803.1	CTAG2	0.534	5.22E-29
AL137803.1	VCX3A	0.493	2.57E-24
AL137803.1	SPDL1	0.411	1.21E-16
AL137803.1	AL117329.1	0.568	2.40E-33
AL137803.1	LINC01287	0.532	1.03E-28
AL137803.1	AC121342.1	0.407	2.22E-16
AL137803.1	LINC02405	0.517	5.85E-27
AL137803.1	LINC02820	0.567	3.34E-33
AL137803.1	KRTAP19-5	0.442	2.32E-19
AL137803.1	RNU6-77P	0.491	4.56E-24
AL137803.1	ZNF492	0.414	5.88E-17
AL137803.1	LINC01580	0.406	2.76E-16
AL137803.1	AC098859.1	0.454	1.89E-20
AL137803.1	HHLA2	0.404	3.97E-16
AL137803.1	AGPAT4	0.419	2.45E-17
AL137803.1	DUXAP9	0.482	3.34E-23
AL137803.1	AC091987.1	0.548	1.06E-30
AL137803.1	TMEM132D-AS1	0.408	2.11E-16
AL137803.1	AC011632.1	0.56	3.12E-32
AL137803.1	LINC01611	0.606	6.76E-39
AL137803.1	LINC02315	0.534	6.12E-29
AL137803.1	FAR2P1	0.426	6.98E-18
AL137803.1	RN7SKP106	0.47	5.76E-22
AL137803.1	MROCKI	0.431	2.34E-18
AL137803.1	AC079760.2	0.422	1.53E-17
AL137803.1	LINC02562	0.473	2.87E-22
AL137803.1	AF279873.3	0.544	2.98E-30
AL137803.1	ANKRD26P1	0.45	4.50E-20
AL137803.1	AC024230.1	0.517	6.40E-27
AL137803.1	RPL10L	0.494	2.04E-24
AL137803.1	NPFFR2	0.463	2.76E-21
AL137803.1	LINC02241	0.453	2.41E-20
AL137803.1	MIR663AHG	0.491	4.81E-24
AL137803.1	LINC02770	0.427	5.57E-18
AL137803.1	C2orf69P1	0.409	1.73E-16
AL137803.1	XAGE5	0.471	4.71E-22
AL137803.1	AC126407.1	0.417	3.85E-17
AL137803.1	AC079949.2	0.466	1.45E-21
AL137803.1	LINC02714	0.41	1.32E-16
AL137803.1	AC016885.3	0.496	1.20E-24
AL137803.1	LIN28B	0.548	1.06E-30
AL137803.1	LINC02335	0.553	2.38E-31
AL137803.1	TEX41	0.506	1.05E-25
AL137803.1	MAGEB2	0.548	9.79E-31
AL137803.1	G2E3-AS1	0.63	9.10E-43
AL137803.1	LINC02046	0.52	2.62E-27
AL137803.1	KRTAP20-4	0.473	3.03E-22
AL137803.1	AC011447.3	0.449	5.81E-20
AL137803.1	ZNF883	0.451	3.49E-20
AL137803.1	LINC00189	0.445	1.34E-19
AL137803.1	EMC1	0.422	1.41E-17
AL137803.1	DMRTB1	0.476	1.68E-22
AL137803.1	AL589743.1	0.454	2.10E-20
AL137803.1	LINC01992	0.449	6.02E-20
AL137803.1	CRISP2	0.449	5.64E-20
AL137803.1	PDIA2	0.432	1.83E-18
AL137803.1	LINC01446	0.524	8.20E-28
AL137803.1	METTL11B	0.448	7.77E-20
AL137803.1	CSRNP3	0.419	2.66E-17
AL137803.1	IMPDH1P4	0.42	2.24E-17
AL137803.1	G6PD	0.401	7.22E-16
AL137803.1	SSX1	0.485	1.82E-23
AL137803.1	AP005205.3	0.563	1.13E-32
AL137803.1	AC079597.1	0.501	3.40E-25
AL137803.1	AL359504.2	0.429	3.56E-18
AL137803.1	AC022031.2	0.587	5.89E-36
AL137803.1	ST6GALNAC5	0.482	3.75E-23
AL137803.1	CECR7	0.454	2.02E-20
AL137803.1	LINC02616	0.572	7.72E-34
AL137803.1	ZNF728	0.451	4.11E-20
AL137803.1	BAGE2	0.493	3.01E-24
AL137803.1	LINC00648	0.574	3.54E-34
AL137803.1	TPRXL	0.428	4.45E-18
AL137803.1	MAGEB6	0.436	8.31E-19
AL137803.1	AC006206.2	0.594	5.20E-37
AL137803.1	AC016710.2	0.581	4.51E-35
AL137803.1	GAGE2A	0.436	9.07E-19
AL137803.1	CNTNAP4	0.542	5.27E-30
AL137803.1	VENTXP5	0.548	9.55E-31
AL137803.1	PAGE1	0.515	1.03E-26
AL137803.1	LINC00351	0.434	1.26E-18
AL137803.1	AC011997.1	0.439	4.61E-19
AL137803.1	COL28A1	0.438	5.45E-19
AL137803.1	GAGE1	0.451	4.00E-20
AL137803.1	P3H1	0.416	4.50E-17
AL137803.1	AL445647.1	0.409	1.55E-16
AL137803.1	CR381653.2	0.404	3.93E-16
AL137803.1	CSAG2	0.433	1.53E-18
AL137803.1	LINC02527	0.497	1.05E-24
AL137803.1	LINC02050	0.585	1.04E-35
AL137803.1	SSX3	0.485	1.75E-23
AL137803.1	AC090502.3	0.511	2.56E-26
AL137803.1	AC021134.1	0.471	4.50E-22
AL137803.1	DSCR8	0.416	4.26E-17
AL137803.1	AC024595.1	0.511	2.59E-26
AL137803.1	RPL18P13	0.533	8.40E-29
AL137803.1	AC096711.1	0.461	4.96E-21
AL137803.1	OR56A3	0.518	4.58E-27
AL137803.1	AC069277.1	0.541	7.94E-30
AL137803.1	AC106794.1	0.432	2.15E-18
AL137803.1	AC005993.1	0.575	2.87E-34
AL137803.1	LINC02840	0.548	1.14E-30
AL137803.1	CDH9	0.423	1.10E-17
AL137803.1	GAPDHP14	0.406	2.92E-16
AL137803.1	COX7B2	0.601	4.17E-38
AL137803.1	AC140059.1	0.544	3.23E-30
AL137803.1	AC099487.1	0.522	1.53E-27
AL137803.1	AL163952.1	0.424	8.71E-18
AL137803.1	CSAG4	0.5	5.01E-25
AL137803.1	AC090809.1	0.487	1.06E-23
AL137803.1	LINC01901	0.433	1.61E-18
AL137803.1	FTH1P14	0.451	3.79E-20
AL137803.1	LINC01608	0.594	4.14E-37
AL137803.1	AC123912.1	0.401	6.41E-16
AL137803.1	AL592043.1	0.455	1.70E-20
AL137803.1	GPR1-AS	0.403	5.13E-16
AL137803.1	AC093916.1	0.476	1.56E-22
AL137803.1	AC092957.1	0.505	1.42E-25
AL137803.1	LINC02434	0.437	6.50E-19
AL137803.1	ORC6	0.401	6.77E-16
AL137803.1	LINC01980	0.619	5.81E-41
AL137803.1	ZNF826P	0.471	4.47E-22
AL137803.1	AC106771.1	0.57	1.53E-33
AL137803.1	HDGFL1	0.409	1.65E-16
AL137803.1	AC012501.3	0.432	1.96E-18
AL137803.1	MKRN3	0.517	6.28E-27
AL137803.1	RNU6-438P	0.454	1.99E-20
AL137803.1	AC074135.1	0.443	2.12E-19
AL137803.1	LINC01793	0.477	1.08E-22
AL137803.1	AC109439.2	0.512	2.53E-26
AL137803.1	AC092490.1	0.44	3.61E-19
AL137803.1	AC016550.2	0.473	2.71E-22
AL137803.1	AC106799.2	0.471	4.54E-22
AL137803.1	BX842568.1	0.414	6.50E-17
AL137803.1	LINC01194	0.627	2.72E-42
AL137803.1	AC015631.1	0.567	3.47E-33
AL137803.1	FAM230C	0.517	5.90E-27
AL137803.1	CSMD1	0.481	4.34E-23
AL137803.1	LINC00221	0.477	1.11E-22
AL137803.1	LINC02466	0.573	4.57E-34
AL137803.1	BX322639.1	0.435	9.76E-19
AL137803.1	AC096759.2	0.481	4.54E-23
AL137803.1	AC092131.1	0.402	6.03E-16
AL137803.1	ST8SIA6-AS1	0.47	5.36E-22
AL137803.1	LINC02476	0.526	5.45E-28
AL137803.1	AC074237.1	0.427	4.84E-18
AL137803.1	AC010595.1	0.541	7.35E-30
AL137803.1	AC008825.2	0.505	1.22E-25
AL137803.1	FAM133A	0.555	1.46E-31
AL137803.1	AL139023.1	0.572	7.27E-34
AL137803.1	AC010789.1	0.454	1.83E-20
AL137803.1	AC011503.1	0.428	3.94E-18
AL137803.1	SLC44A5	0.632	4.07E-43
AL137803.1	AC009271.1	0.669	8.80E-50
AL137803.1	LINC02588	0.584	1.24E-35
AL137803.1	LINC02228	0.534	6.61E-29
AL137803.1	MAGEA3	0.547	1.42E-30
AL137803.1	SYT1	0.583	2.34E-35
AL137803.1	AC093895.2	0.556	1.07E-31
AL137803.1	AC026320.2	0.437	6.54E-19
AL137803.1	KCNMB2-AS1	0.573	4.82E-34
AL137803.1	LINC02506	0.524	8.71E-28
AL137803.1	AP003900.1	0.528	2.91E-28
AL137803.1	AC079949.1	0.408	1.94E-16
AL137803.1	LYPD9P	0.415	5.43E-17
AL137803.1	LINC02055	0.536	3.71E-29
AL137803.1	CBY2	0.447	9.08E-20
AL137803.1	AUNIP	0.41	1.39E-16
AL137803.1	MDGA2	0.52	2.59E-27
AL137803.1	AL589182.1	0.461	4.27E-21
AL137803.1	LINC02211	0.478	8.88E-23
AL137803.1	DCAF8L2	0.539	1.25E-29
AL137803.1	LINC02377	0.624	9.85E-42
AL137803.1	MAGEC1	0.443	2.19E-19
AL137803.1	AC008825.1	0.508	5.96E-26
AL137803.1	MAGEB1	0.461	4.20E-21
AL137803.1	CLEC2L	0.456	1.41E-20
AL137803.1	CT45A10	0.46	5.13E-21
AL137803.1	FSTL5	0.54	1.16E-29
AL137803.1	MAGEA11	0.484	2.42E-23
AL137803.1	LINC00668	0.522	1.74E-27
AL137803.1	PSLNR	0.455	1.73E-20
AL137803.1	MRPL45P1	0.432	1.94E-18
AL137803.1	CARD18	0.623	1.66E-41
AL137803.1	RARRES2P8	0.542	5.51E-30
AL137803.1	AC004816.1	0.435	1.17E-18
AL137803.1	AC122710.1	0.492	3.05E-24
AL137803.1	AL133467.2	0.519	3.49E-27
AL137803.1	PRMT6	0.406	2.87E-16
AL137803.1	ZFPM2-AS1	0.456	1.44E-20
AL137803.1	AC010894.3	0.446	1.01E-19
AL137803.1	BX119904.2	0.408	2.10E-16
AL137803.1	AL513318.2	0.584	1.41E-35
AL137803.1	AL109763.1	0.413	8.28E-17
AL137803.1	NELL2	0.472	3.70E-22
AL137803.1	AC007848.1	0.552	3.00E-31
AL137803.1	AC132807.2	0.606	7.18E-39
AL137803.1	NAA11	0.594	5.50E-37
AL137803.1	AC006305.2	0.556	9.34E-32
AL137803.1	AL445437.1	0.503	2.38E-25

Table S3. 425 Putative downstream target genes of AL137803.1. We combined TIGA-LIHC mRNA expression profiles with Spearman’s correlation analysis results, correlation filter criteria was set as 0.4 and p-value <0.001 was considered as statistically significant.

