	eRNA
	KM
	Target
	cor
	corPval

	SLC2A1-AS1
	0.00032
	SLC2A1
	0.678054
	1.11E-51

	AL137803.1
	0.030002
	SLC44A5
	0.632107
	4.07E-43

	SLC25A24P1
	0.001733
	NBPF4
	0.503449
	1.99E-25

	SLC25A24P1
	0.001733
	NBPF6
	0.425945
	6.46E-18

	SLC16A1-AS1
	0.005093
	SLC16A1
	0.632681
	0

	LINC01649
	0.023747
	SLC22A15
	0.464765
	1.94E-21

	ILDR2
	0.014307
	ILDR2
	1
	0

	AC007405.2
	0.038892
	SP5
	0.461036
	4.42E-21

	HAGLROS
	0.027344
	HOXD1
	0.5294
	2.11E-28

	AC092957.1
	0.02691
	ZIC1
	0.442637
	2.24E-19

	DCP1A
	0.000312
	RFT1
	0.509333
	0

	DCP1A
	0.000312
	CACNA1D
	0.45418
	0

	DCP1A
	0.000312
	PRKCD
	0.523858
	0

	RYK
	0.005345
	RAB6B
	0.416427
	0

	AC093607.1
	0.011503
	PPARGC1A
	0.670202
	4.15E-50

	LINC02499
	0.0096
	ALB
	0.44573
	1.18E-19

	LINC01094
	0.026238
	BMP2K
	0.4956
	1.41E-24

	LINC01184
	0.039149
	SLC12A2
	0.554086
	0

	SPRY4-AS1
	0.001744
	SPRY4
	0.562959
	1.19E-32

	AC008957.1
	0.036553
	SLC1A3
	0.404657
	3.62E-16

	FOXP4-AS1
	0.045414
	FOXP4
	0.517671
	5.01E-27

	AL109933.1
	0.012312
	PLG
	0.445291
	1.29E-19

	AC079209.1
	0.017775
	PAG1
	0.653709
	5.87E-47

	AP003469.2
	0.004378
	YWHAZ
	0.641851
	8.23E-45

	HAS2-AS1
	0.043051
	HAS2
	0.700365
	1.98E-56

	CDKN2B-AS1
	0.00746
	CDKN2A
	0.821127
	1.25E-92

	CDKN2B-AS1
	0.00746
	CDKN2B
	0.577913
	1.05E-34

	AL390879.1
	0.019048
	ARHGEF6
	0.403882
	4.17E-16

	MSN
	0.012063
	MSN
	1
	0

	LINC00601
	0.03158
	ADAM12
	0.404077
	4.02E-16

	AP006285.1
	0.018784
	FAM99B
	0.826091
	1.10E-94

	LINC02708
	0.028125
	FAM99B
	0.840986
	######

	MIR100HG
	0.003266
	MIR100HG
	1
	0

	GRAMD1B
	0.014993
	GRAMD1B
	1
	0

	EMG1
	0.002301
	PTPN6
	0.449509
	0

	C12orf75
	0.0006
	APPL2
	0.569956
	0

	CDK2AP1
	0.046949
	MPHOSPH9
	0.50043
	0

	CRNDE
	0.038061
	IRX5
	0.770961
	6.90E-75

	LINC00671
	0.025372
	G6PC
	0.638667
	0

	LINC01152
	0.048292
	SOX9
	0.51063
	3.17E-26

	LINC00261
	0.003069
	FOXA2
	0.518331
	0

	LRRC3-DT
	0.027486
	LRRC3
	0.674388
	6.10E-51

	AL021707.2
	0.005819
	GTPBP1
	0.414602
	0



Table S2. ERNA and putative target genes in HCC. Spearman’s correlation analysis was performed to figure out the correlation. Correlation filter criteria was set as 0.4 and p-value <0.001 was considered as statistically significant. 
