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Supplementary Figure 1. Standard curve generation by using serial diluted genomic DNA followed by regular qPCR between the A) TERT gene and B) 36B4 gene (single-copy gene).
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Supplementary Figure 2. Protein levels of SUV39H1 and β-actin were examined by western blotting after treatment LY compound treatment in WT and TGF-βKO Stromal cells.
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Supplementary Figure 3. Analysis of The Cancer Genome Atlas (TCGA) prostate adenocarcinoma database (TCGA, Provisional) using cBioPortal showing the correlation between SUV39H1 and notch downstream genes mRNA levels. The scatter plot shows the Spearman's correlation of SUV39H1 expression with the m-RNA expression of MYC gene.
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Supplementary Figure 4. Expression levels of shelterin complex genes, TERF2, TNF2, TPP1 and POT1 in PRAD and normal tissues. The expression of all genes were compared between PRAD primary tumor and normal control tissues, based on data available in UACLAN database. PRAD, pancreatic adenocarcinoma; TERF2, gene encoding Telomeric Repeat Binding Factor 2; RAP1, TINF2 Interacting Nuclear Factor 2;TPP1, TIN2-interacting protein 1;  POT1, Protection of Telomeres 1; TCGA, The Cancer Genome Atlas.

