Appendix
1. The PE data series includes 27 species, while the model consists of 18 species. This discrepancy does not affect the results, though. Our previous publication (Pálinkás & Hufnagel, 2021) revealed that mainly the dominant species bring about the large-scale signals (except in the case of AR1), while the small-scale signals are caused by the environmental indicator species and the dominant species. Hence, a similar number of species produce comparable results.    
2. We did not use the temperature data of the PETM event. Instead, we focused on creating a community pattern with small- and large-scale signals in our model, similar to the PE data series. So we adjusted the temperature changes to the community pattern in our model.   
3. The pre-collapse and the collapse communities of the PE data series belong to the PETM event, while the recovery community results from cooling (Takeda & Kaiho, 2007). We could not model the latter one as our model is based on temperature increase. However, this did not affect the analysis of the pre-collapse community.  
4. [bookmark: _GoBack]The pattern of the period before the probable pulse event in the PE data series differs from that of the model. However, this period is not the subject of our investigation. 
5. The relative abundance of the pre-collapse dominant species decreases after the probable pulse event in the PE data series. We achieved this by reducing the temperature in the model. A temperature decrease might have caused the decrease in the relative abundance of the pre-collapse dominant species. However, we have no information about that. 
6. First, we intended to model only the pre-collapse and collapse communities for further analysis. However, we have found that we also need to model the recovery community so that the pre-collapse pattern of the model and that of the PE data series should be similar. Nevertheless, we focused on modeling the pre-collapse and the collapse communities, as the pre-collapse community was the main subject of our study. The pattern of the recovery community in the model loosely follows the recovery community pattern of the PE data series. 
7. To produce the pattern of the sub-dominant and the dominant species, we set their optimum temperatures slightly different from the optimum temperature of the community. 
8. We applied a detection limit (DL=1.145) in the case of species richness to create the pattern of the indicator.

           , where
           N = number of individuals in the population 
            t = time
            DL = detection limit

, where
s = total number of different species
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