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Figure legends
[bookmark: _Hlk100395161]Fig. S1 The γ-PGA titer normalized to the biomass of the individual cultures. (a) Effect of carbon sources; (b) Effect of nitrogen sources; (c) Effect of temperature. Values represent the mean ± SD, n=3.
Fig. S2 Fed-batch fermentation for γ-PGA production by B. tequilensis BL01. (a) Curve of dissolved oxygen and pH; (b) Time-course profile of meso-2,3-BD, R, R-2,3-BD and total 2,3-BD. Values represent the mean ± SD, n=3.
Fig. S3 The molecular weight distribution of γ-PGA produced by B. tequilensis BL01.
Fig. S4 1H-NMR spectrum of γ-PGA produced by B. tequilensis BL01 recorded in D2O. The peak at 4.7 ppm corresponds to the D2O used as a solvent. X-marked peaks indicate impurity peaks, most of which are amino acids residues. 
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Fig. S1 The γ-PGA titer normalized to the biomass of the individual cultures. (a) Effect of carbon sources; (b) Effect of nitrogen sources; (c) Effect of temperature. Values represent the mean ± SD, n=3.
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[bookmark: _Hlk100395627]Fig. S2 Fed-batch fermentation for γ-PGA production by B. tequilensis BL01. (a) Curve of dissolved oxygen and pH; (b) Time-course profile of meso-2,3-BD, R, R-2,3-BD and total 2,3-BD. Values represent the mean ± SD, n=3.



Fig. S3 The molecular weight distribution of γ-PGA produced by B. tequilensis BL01.
[image: ][image: ]
X
β
β
γ
α
D2O

Fig. S4 1H-NMR spectrum of γ-PGA produced by B. tequilensis BL01 recorded in D2O. The peak at 4.7 ppm corresponds to the D2O used as a solvent. X-marked peaks indicate impurity peaks, most of which are amino acids residues. 

Table S1 γ-PGA production by the isolated strains
	Strains
	12 h
	18 h
	24 h
	γ-PGA/Biomass
(g/g)
	species

	
	Biomass (g/L)
	γ-PGA (g/L)
	Biomass (g/L)
	γ-PGA (g/L)
	Biomass (g/L)
	γ-PGA (g/L)
	
	

	BL01
	1.7 ± 0.1
	4.4 ± 0.3
	2.7 ± 0.2
	6.0 ± 0.2
	4.5 ± 0.2
	8.6 ± 0.3
	1.91 ± 0.16
	B. tequilensis

	F29
	1.7 ± 0.2
	5.6 ± 0.2
	2.9 ± 0.2
	7.2 ± 0.3
	4.7 ± 0.3
	8.3± 0.3
	1.76 ± 0.19
	B. halotolerans

	L29
	1.6 ± 0.1
	3.6 ± 0.1
	2.5 ± 0.2
	7.5 ± 0.2
	5.1 ± 0.3
	7.9 ± 0.3
	1.55 ± 0.16
	B. zanthoxyli

	L45
	1.6 ± 0.2
	4.0 ± 0.1
	2.7± 0.1
	7.3 ± 0.3
	4.8 ± 0.2
	7.4 ± 0.3
	1.54 ± 0.13
	B. licheniformis

	W1
	2.2 ± 0.1
	2.4 ± 0.1
	3.4 ± 0.1
	4.2 ± 0.2
	6.1 ± 0.3
	5.1 ± 0.2
	0.84 ± 0.07
	B. subtilis


Note: The biomass and γ-PGA titer was measured at 12, 18, and 24 h; The γ-PGA titer/Biomass was tested at 24 h. Values represent the mean ± SD, n=3.
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