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Fig. S1 Distribution of XT1 transcripts in metabolic categories and cellular functions according to KEGG annotation.
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Fig. S2 Phylogenetic analysis of identified A. mexicana proteins involved in all steps of berberine and sanguinarine biosynthesis clustered with previously characterized enzymes in related species. The phylogenetic tree was constructed with the maximum likelihood method with 100 bootstrap replications using MEGA X.
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