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Values of absolute divergence (Dy,) for each pairwise comparison

Figure S6: Distribution of absolute divergence dxy values for different pairwise populations tested.

Distribution of absolute divergence (dxy) values for each pairwise population comparison from the genomic
scan analysis. Density is given as an overlapping window number for a specific value of dxy, each window
being 7.5kb wide with a step of 5kb. A black vertical line indicates the threshold of 1% highest values kept for

the enrichment test.



