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SUPPLEMENTARY TEXT

Fossil Calibrations. Nine fossil calibration points were selected to calibrate our molecular clock
analysis, following best practices'. Where possible, calibration points were confirmed using the
Paleobiology Database (PBDB). Calibration priors were modeled as lognormal distributions with
a sigma of 2.5, and an offset using the minimum age of the fossil. Such priors place the highest
confidence for the true date of nodes to be slightly older than the fossil, with decreasing
probabilities extending deep into the past.

Clade Annelida (stem)

Minimum: 558.3 Ma

Median: 559.3

95% Confidence Interval: 619.4 Ma

97.5% Confidence Interval: 692.6 Ma

Taxa included: Alitta virens; Amynthas gracilis; Capitella teleta; Eisenia fetida; Enchytraeus
albidus; Enchytraeus crypticus; Glossoscolex paulistus; Lamellibrachia luymesi; Lamellibrachia
satsuma; Lumbriculus variegatus; Lumbricus castaneus; Lumbricus rubellus; Olavius
algarvensis; Ophryotrocha diadema; Paraescarpia echinospica; Perinereis aibuhitensis;
Platynereis dumerilii; Pygospio elegans; Romanchella perrieri; Spirobranchus lamarcki

The fossil Sabellidites cambriensis, an Ediacaran annelid from the Nekrasovo Formation,
Russia, was used in this dataset to calibrate all Annelida 2. The age of this taxa is constrained
by dated ash beds both below and comprising the formation (the later dated to 555.3 and 558.3
Ma, respectively). The specimen (ME-PI-1-30) is kept in the Museum of Evolution, at Uppsala
University, Russia. Morphologically, chemically, and microstructurally the tubes of this fossil
support a siboglonid affinity, but a recent paper® argued that many of these characteristics do
not correlate to modern clades. Therefore, we used this taxon to calibrate the stem group
Annelida.

Clade Coccolithophore

Minimum: 201.3 Ma

Median: 202.3 Ma

95% Confidence Interval: 262.4 Ma

97.5% Confidence Interval: 335.6 Ma

Taxa included: Emiliania huxleyi; Guillardia theta



The fossil Crucirhabdus minutus was chosen to calibrate the clade Coccolithophoreas. It was
first described from different localities in Austria, northern Italy, and southern Germany *. We
used the oldest stratigraphic occurrence of C. minutus from the Pdtschen Fm. of the Northern
Calcareous Alps of Austria to calibrate Coccolithophore®. This fossil is therefore used as a
crown calibration to separate the cryptophyte Guillardia theta from the coccolithophore Emiliania
huxleyi.

Clade Embryophyta (stem)

Minimum: 419.2 Ma

Median: 420.2 Ma

95% Confidence Interval: 480.3 Ma

97.5% Confidence Interval: 553.5 Ma

Taxa included: Arabidopsis thaliana; Physcomitrium patens

The plant fossil Cooksonia pertoni (PBDB collection #: 10593 & 10706), collected from the
Rushall Formation (Fm.) (alternatively the “Downton Castle Sandstone Fm.) of the Welsh
Borderland, England was used to calibrate the Embryophyta. Cooksonia pertoni, was originally
named and described as a plant but later assigned to the Psilophytales ®’. Cooksonia pertoni
was classified as a vascular plant based on well-preserved smooth and autonomously
branching axes, solitary terminal sporangia, stomata, sterome, and also thick-walled spores 8.
We used C.pertoni to calibrate stem group Embyophyta, with an age minimum of 419.2 Ma
estimated from ostracods and spores °.

Clade Fungi (crown)

Minimum: 407.6 Ma

Median: 407.6 Ma

95% Confidence Interval: 468.7 Ma

97.5% Confidence Interval: 541.9 Ma

Taxa included: Puccinia graminis; Saccharomyces cerevisiae

Fossil ascomycete from the 400 million-year-old Rhynie chert was used to calibrate the Fungi
clade (Taylor et al., 2005). The Rhynie chert fossil fungi assemblage represents the oldest
robust fossil fungi owing to well preserved vegetative mycelium and chlamydospores'? (Kidston
and Lang, 1921). Fossil fungi from the Dryden Fm. were initially reported based on the presence
of well preserved reproductive organs of saprophytic fungi but were not formally described in
detail or named until 1921 by the same authors "2, These specimens are housed in the
Hunterian Museum and in the Geological Collections of the Bristol Museum and Art Gallery,
collection BRSGM. The fossil fungi of the Rhynie chert have been corroborated by numerous
subsequent studies ' (see references from Krings et al., 2018). First reports of the oldest
ascomycete are based on well-preserved perithecia and asci, the sac-like structure where the
sexual ascospores are produced. Ascomycota contain the taxon Saccharomyces cerevisiae,
therefore their oldest fossil representative is used to calibrate crown group fungi. The age
minimum of 407.6 was established based on “°Ar/**Ar in K-feldspar °.



Clade Hesionoidea (stem)

Minimum: 300 Ma

Median: 301 Ma

95% Confidence Interval: 361.1 Ma

97.5% Confidence Interval: 434.3 Ma

Taxa included: Alitta virens; Perinereis aibuhitensis; Platynereis dumerilii

The superfamily Hesionoidea comprises the clades Chrysopetalidae and Hesionidae as
recovered in a recent genetic analysis '*. Rutellifrons wolfforum, a Carboniferous annelid from
the Mazon Creek area of lllinois ', was chosen to calibrate this clade. R. wolfforum is
considered hesonoid based on internal asiculae and compound chaetae '°. Cladistic analysis
supports the placement of R. wolfforum in the Phyllodocida, consistent with a stem-Hesionid
assignment 7. The exact age range for the Mazon Creek area has been contested over the
years '8, so the upper limit of the Pennsylvanian (300 Ma) was chosen.

Clade Petrosiidae (stem)

Minimum: 38 My

Median: 39 My

95% Confidence Interval: 99.08 My

97.5% Confidence Interval: 172.3 My

Taxa included: Amphimedon queenslandica; Haliclona tubifera; Neopetrosia compacta

The demosponge family Petrosiidae van Soest (1980) (Demospongiae, Haplosclerida) was
calibrated using the fossil Propetrosia pristina (PBDB collection number: 61247) from the La
Guixa Member (Mb.) of the Vic Marls Formation (Fm.) in Catalonia, Spain. The materials are
housed at the Institute of Paleobiology, Polish Academy of Sciences, Warszawa, under the
collection number ZPAL Pf.X, and in the Museum Geologic del Seminari, Barcelona, collection
acronym MGSB. Propetrosia pristina was initially described and assigned to the family
Petrosiidae, order Haplosclerida, based on typical haplosclerid spiculation and structure .
Specifically, an outer surface consisting of a relatively thick layer of multispicular, closely
arranged crust of bundled and unbundled oxeas spicules forming circular structures™.
Propetrosia was later confirmed as belonging to the order Haplosclerida ?°. Propetrosia pristina
is an extinct species of demosponge and therefore used as a stem-group calibration. We used
the minimum age of 38.0 Ma for the fossil-based on data retrieved from the PBDB.

Clade Sabellida (stem)

Minimum: 265.1 Ma

Median: 266.1 Ma

95% Confidence Interval: 326.2 Ma

97.5% Confidence Interval: 399.4 Ma

Taxa included: Lamellibrachia luymesi; Lamellibrachia satsuma; Paraescarpia echinospica;
Romanchella perrieri; Spirobranchus lamarcki



The clade Sabellida is calibrated with the fossil taxa Glomerula testatrix and G. gemmellaroi,
both from the Sosio Valley, Italy 2'. The oldest age of the limestone deposits is Wordian
(268.8-265.1 Ma), which is largely based on ammonite and foram stratigraphy?2. The fossil
Glomerula species are associated with this clade based on glomerate coiling, slow tube
expansion, and the absence of basal cementing flanges. Given that this genus has extant
members, the fossil taxa are considered crown group Sabellida for this analysis. G. testatrix
specimens (MSNC4515 through MSNC4518) and G. gemmellaroi (MSNC4519 through
MSNC4523) are housed at the Museo Civico di Storia Naturale di Comiso, Ragusa, Italy.

Clade Scleractinia (stem)

Minimum: 452 Ma

Median: 453 Ma

95% Confidence Interval: 513.1 Ma

97.5% Confidence Interval: 586.3 Ma

Taxa included: Agaricia lamarcki; Astroides calycularis; Cyphastrea serailia; Favites colemani;
Galaxea fascicularis; Orbicella faveolata; Porites astreoides; Porites australiensis; Porites lutea;
Siderastrea siderea

The cnidarian order Scleractinia was calibrated using the fossil Kilbuchophyllum discoidea
(Anthozoa, Kilbuchophyllida) (PBDB collection #: 123174) from the Kirkcolm Fm. in the
Southern Uplands of Scotland. Fossil materials are housed in the Royal Museum of Scotland,
Edinburgh (RMS). The fossil was originally described and assigned to the new family
Kilbuchophyllidae, and the new order Kilbuchophyllida 2. We used Kilbuchophylllum discoidea
to calibrate stem group Scleractinia based on the clear expression of cyclic, hexameral septa, a
defining characteristic of Scleractinia 2. The age minimum of 452 Ma is based on data retrieved
from the PBDB, given the fossil’s proximity to the Soudleyan-Actonian boundary (457-458 Ma)
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-IO Pristionchus_pacificusINematoda_ChromadorealHAKO01055227.1Ip1IsplQ9TYP1ISTRM1_CAEELINo_SMT
—— Pristionchus_pauliiINematoda_ChromadorealHAKJ01024226.1Ip1IsplQ9TYP1ISTRM1_CAEELINo_SMT
Parapristionchus_giblindavisiiNematoda_ChromadorealHAJV01002035.11p1IsplQ9TYP1ISTRM1_CAEELINo_SMT
Pristionchus_arcanusINematoda_ChromadorealHALB01070011.11p1IsplQ9TYP1ISTRM1_CAEELINo_SMT
*Pastonchus_exspectatusiNematoda_ChromadorealHALE01028905.11p1IsplQITYP1ISTRM1_CAEELINo_SMT
o Pristionchus_maxplanckilNematoda_ChromadorealHAKMO01002283.1Ip1IsplQ9TYP1ISTRM1_CAEELINo_SMT

Thalassiosira_pseudonanalBacillariophyta_CoscinodiscophyceaelXP_002293723.1I0UTGROUPIspIP74388IBQMT_SYNY3INo_SMT

Aureococcus_anophagefferens|Pelagophyceae_PelagophyceaelXP_009039214.1IOUTGROUPIsplQ6ZIKOIGTOMC_ORYSJINo_SMT

Arabidopsis_thalianalStreptophyta_MagnoliopsidalNP_188427.2I0UTGROUPIsplQ9FR44IPEAM1_ARATHINo_SMT
—| 0.905
Arabidopsis_thalianalStreptophyta_MagnoliopsidalNP_973993.110UTGROUPIsplQ944HOIPEAM2_ARATHINo_SMT
- Kfabidopsis._thalianalStreptophyta_MagnoliopsidalNP_974139.210UTGROUPIsplQ9C6BIIPEAM3_ARATHINo_SMT
~‘ 0.176

Acropora_milleporalCnidaria_AnthozoalXP_029195461.2I0UTGROUPIsplQ9FR44IPEAM1_ARATHINo_SMT
Acropora_milleporalCnidaria_AnthozoalXP_029186501.2I0UTGROUPIsplQ9M571IPEAMT_SPIOLINo_SMT

Amphimedon_queenslandicalPorifera_DemospongiaelXP_019851130.11I0UTGROUPIsplIQOM571IPEAMT_SPIOLINo_SMT

Physcomitrium_patens|Streptophyta_BryopsidalXP_024372758.110UTGROUPIsplQ9M571IPEAMT_SPIOLINo_SMT

Sequences too similar to each other (redundant)

H | 0.787
792 Pristionchus_lucanilNematoda_ChromadorealHAKY01075681.1Ip1IsplQ9TYP1ISTRM1_CAEELIN

0
Pristionchus_pacificusINematoda_ChromadorealHAKB01021869.11p1IsplQ9TYP1ISTRM1_CAEELI

—1 0.838 |

0

0.765

0.842

Emiliania_huxleyilHaptista_HaptophytalXP_005767411.1IOUTGROUPIsplQ9LM0O2ISMT1_ARATH

— 0.433

0.9

36

0.299

Monosiga_brevicollisiChoanoflagellata_Choanoflagellatal XP_001748534.1|OUTGROUPICapsaspora-XP_004346937.1
Thalassiosira_pseudonanalBacillariophyta_Coscinodiscophyceael XP_002292358.1IOUTGROUPIsplQILM02ISMT1_ARATH
Grammatophora_oceanicalOchrophyta_BacillariophyceaelHBGK01020065.1.p1IOUTGROUPIsplQ9LM02ISMT1_ARATH
Heterocapsa_rotundatalMyzozoa_DinophyceaelHBMF01019534.1.p1IOUTGROUPIsplQ6ZIX2ISMT1_ORYSJ
Guillardia_thetal Cryptophyceae_Cryptophyceael XP_005841951.1IOUTGROUPIsplQ6ZIX2ISMT1_ORYSJ
Aureococcus_anophagefferens|Pelagophyceae_PelagophyceaelXP_009037888.1IOUTGROUPIsplQOLMO2ISMT1_A
Dysidea_avaralPorifera_DemospongiaelHANJ01068063.11p1lspIL7IP31IERG6_MAGOY

0.83

0.938

0. 0.881

0.85p

0.508
086 Heterocapsa_rotundatalMyzozoa_DinophyceaelHBLO01013759.1.p2I0UTGROUPIsplQ6ZIX2ISMT1_ORYSJ
Symbiodinium_cladeAlMyzozoa_DinophyceaelHBSZ01069737.1.p1IOUTGROUPIsplQOLM0O2ISMT1_ARATH
Karenia_mikimotoilMyzozoa_Dinophyceael GHKS01101508.1.p1IOUTGROUPIsplQ6ZIX2ISMT1_ORYSJ

0

0.99

.899

Odontella_auritalBacillariophyta_Coscinodiscophyceael GHBW01054489.1.p1IOUTGROUPIsplQ6ZIX2ISMT1_ORYSJ
3
Symbiodinium_cladeDIMyzozoa_DinophyceaelHBTB01063121.1.p3IOUTGROUPICapsaspora-XP_004346937.1
Dysidea_avaralPorifera_DemospongiaelHANJ01279651.1Ip1l1Capsaspora-XP_004346937.1

0.869

0.852

—1 0.2

41

|_Cﬂ3 Galaxea_fascicularisICnidaria_AnthozoalGFAZ01072119.1Ip1ICapsaspora-XP_004346937.1
0.064

Arabidopsis_thalianalStreptophyta_MagnoliopsidalNP_001078579.1IOUTGROUPIsplQ9LM02ISMT1_ARATH
Physcomitrium_patens|Streptophyta_BryopsidalXP_024395494.1I0UTGROUPIsplQ6ZIX2ISMT1_ORYSJ

Temora_longicornislArthropoda_Hexanauplial GGQN02146279.11p1lCapsaspora-XP_004346937.1
0.918

Temora_longicornislArthropoda_Hexanauplial GGQN02224960.11p1IsplQILMO2ISMT1_ARATH

— 0.85

Aplysina_aerophobalPorifera_DemospongiaelHANIO1187031.11p2IsplQO9LM0O2ISMT1_ARATH
Neopetrosia_compactalPorifera_DemospongiaelGIYW01040850.11Ip1lCapsaspora-XP_004346937.1

0.915

Diplogasteroides_magnusIiNematoda_Chromadoreal GITX01045369.11p1IsplQ9TYP1ISTRM1_CAEELINo_SMT

o_SMT

— Pristionchus_fissidentatusINematoda_ChromadorealHAKL01056188.11p1IsplQ9TYP1ISTRM1_CAEELINo_SMT

No_SMT

Redundant sequence

RATH

I Thalassiosira_pseudonanalBacillariophyta_Coscinodiscophyceael XP_002287743.1IOUTGROUPICapsaspora-XP_004346937.1

Aureococcus_anophagefferens|Pelagophyceae_PelagophyceaelXP_009034460.1IOUTGROUPICapsaspora-XP_004346937.1

Rotifera clade

Didymodactylos_carnosuslRotifera_Bdelloideal CAF0954097.1|Adineta-CAF0879466.1
Adineta_vagalRotifera_BdelloidealUJR08966.11Adineta-CAF0879466.1
Adineta_vagalRotifera_BdelloidealUJR27730.1|Adineta-CAF0879466.1
0-9Aflineta_ricciaelRotifera_Bdelloideal CAF0745749.11Adineta-CAF0879466.1
0'465Adineta_steineril Rotifera_Bdelloideal CAF0879466.11Adineta-CAF0879466.1
Gammarus_fossarumlArthropoda_Malacostracal GHCX01111135.1Ip1lAdineta-CAF0879466.1

0.529

0.726

o

163

6

@3gﬁmarus_puIexIArthropoda_MaIacostracaIGHCOO1 099331.1Ip1IAdineta-CAF0879466.1
Gammarus_wautierilArthropoda_Malacostracal GHCNO01030974.11p1|Adineta-CAF0879466.1

Rotaria_sordidalRotifera_Bdelloideal CAF0735460.1|Adineta-CAF0879466.1

o :I%{'Efasria_sordidal Rotifera_Bdelloideal CAF0741383.11Adineta-CAF0879466.1

o.Rataria_tardigradalRotifera_Eurotatorial GDRK01047653.1Ip1lAdineta-CAF0879466.1
Oﬁgtaria_sp.Sinoom IRotifera_Bdelloideal CAF0831015.11Adineta-CAF0879466.1

(f .'Igr’:((;faria_sp.SilwoodZI Rotifera_Bdelloideal CAF2421095.1|Adineta-CAF0879466.1
Rotaria_sp.Silwood2IRotifera_Bdelloideal CAF3020934.11Adineta-CAF0879466.1
Rotaria_magnacalcaratalRotifera_Eurotatorial GDRE01028107.1Ip1IAdineta-CAF0879466.1

{ 0R%igria_socialislRotifera_BdeIIoideaICAF3083896.1IAdineta-CAF0879466.1

— Adineta_steinerilRotifera_Bdelloideal CAF0954912.1|Rotaria-CAF1633859.1

— 0.76

0.99

Q98N dineta_ricciaelRotifera_Bdelloideal CAF0720147.1IRotaria-CAF1633859.1
0'91?\dineta_vagal Rotifera_BdelloidealUJR21766.1IRotaria-CAF1633859.1

To, &gtaria_sp.Silwoom IRotifera_Bdelloideal CAF4985574.1IRotaria-CAF1633859.1

44Rotaria_sp.Silwood1IRotifera_Bdelloideal CAF4849145.1|Rotaria-CAF1633859.1

OF¥Gtaria_magnacalcaratalRotifera_Bdelloideal CAF0976128.1IRotaria-CAF1633859. 1
-9ﬁ5§t‘;ria_socialisl Rotifera_Eurotatorial GDRD01030257.1Ip1IRotaria-CAF1633859.1

— Rotaria_sp.Silwood2IRotifera_Bdelloideal CAF2909852.11Rotaria-CAF1633859.1

L Reidria_sordidalRotifera_Bdelloideal CAF1125665.1IRotaria-CAF1633859.1

Rotaria_sp.Silwood1IRotifera_Bdelloideal CAF5095969.1IRotaria-CAF1633859.1INo_SMT

Rotaria_sordidalRotifera_Bdelloideal CAF1191339.1|Adineta-CAF0879466.1
-l-oTotaria_sp.SilwoodZI Rotifera_Bdelloideal CAF2875610.11Adineta-CAF0879466.1

0.

0.958

Rotaria_sp.Silwood2|Rotifera_Bdelloideal CAF3269535.1|Adineta-CAF0879466.1
Rotaria_sordidalRotifera_Bdelloideal CAF1085230.11Adineta-CAF0879466.1
Rotaria_sordidalRotifera_Bdelloideal CAF0946149.1|Adineta-CAF0879466.1

0.74

1

-8Adineta_vagalRotifera_Bdelloideal UJR38736.11Adineta-CAF0879466.1

—0:-103adineta_steinerilRotifera_Bdelloideal CAF0863447.11Adineta-CAF0879466.1

&Q"wkdineta_ricciael Rotifera_EurotatorialHE709170.1Ip11Adineta-CAF0879466.1

Rotaria_sordidalRotifera_Bdelloideal CAF0738991.1|Adineta-CAF0879466.1

0'QI%(ZJtaria_sordidaI Rotifera_Eurotatorial GDRH01034451.11p1IAdineta-CAF0879466.1
Rotaria_tardigradalRotifera_Eurotatorial GDRK01008626.11p1IRotaria-CAF1633859.1
Rotaria_sp.Silwood1IRotifera_Bdelloideal CAF1249985.11Adineta-CAF0879466.1

— Rotaria_sp.Silwood1IRotifera_Bdelloideal CAF1185023.1IAdineta-CAF0879466.1

Alveopora_japonicalCnidaria_Anthozoal GGJR01327002.11p11Amphimedon-XP_003387525.1

0.858 —  Alveopora_japonicalCnidaria_Anthozoal GGJR01294215.1Ip1IAmphimedon-XP_003387525.1
0.489

96

Porife

Cymbastela_stipitatalPorifera_Demospongiael GHWA01019168.1Ip1IAmphimedon-XP_003387525.1
O'9%37ymbastela_stipitatal Porifera_Demospongiael GHWA01019169.1Ip11Amphimedon-XP_003387525.1

Amphimedon_queenslandicalPorifera_DemospongiaelXP_003387525.1IAmphimedon-XP_003387525.1

Haliclona_tubiferalPorifera_Demospongiael GFAV01007619.11p1lAmphimedon-XP_003387525.1

Agaricia_lamarckilCnidaria_Anthozoal GGLC03062021.1Ip1IAmphimedon-XP_003387525.1
Neopetrosia_compactalPorifera_DemospongiaelGIYW01007509.1Ip1IAmphimedon-XP_003387525.1
Neopetrosia_compactalPorifera_DemospongiaelGIYW01054291.1Ip1IAmphimedon-XP_003387525.1
—— Orbicella_faveolatalCnidaria_AnthozoalXP_020604180.1IOrbicella-XP_020604180.1INo_SMT
- OFafites_colemanilCnidaria_Anthozoal GIVN01046627.1Ip1IOrbicella-XP_020604180.1

0.729
3p
0.019

0.995

Cnida

0.4

0
0.699 {La81&yphastrea_serailialCnidaria_Anthozoal GETH01048109.11p1I0rbicella-XP_020604180.1INo_SMT

9. 743alaxea_fascicularisICnidaria_Anthozoal GFAZ01104046.11p1IOrbicella-XP_020604180.1
— Siderastrea_siderealCnidaria_AnthozoalGIYO011042706.1Ip1|Orbicella-XP_020604180.1
.8Borites_astreoidesICnidaria_Anthozoal GEHP01154325.1Ip1IOrbicella-XP_020604180.1

97 Porites_australiensisICnidaria_AnthozoalFX438716.1Ip1IOrbicella-XP_020604180.1

.F2grites_lutealCnidaria_Anthozoal GGER01071622.1Ip1IAmphimedon-XP_003387525.1
Astroides_calycularisiCnidaria_Anthozoal GIRZ01004252.1Ip1IOrbicella-XP_020604180.1
Agaricia_lamarckilCnidaria_Anthozoal GGLC03100559.1Ip1IOrbicella-XP_020604180.1

0.911
4| 0.986
Dysidea_avaralPorifera_DemospongiaelHANJO1129280.1Ip1IAmphimedon-XP_003387525.1
0.869

|
1

| Tenebrio_molitorlArthropoda_Insectal GIPG01049665.11p11splP25087IERG6_YEAST

Aplysina_aerophobalPorifera_DemospongiaelHANI01212487.1Ip11Amphimedon-XP_003387525.1

—— Halisarca_dujardiniilPorifera_Demospongiael GIFI01118229.1Ip1IAmphimedon-XP_003387525.1
Halisarca_caerulealPorifera_Demospongiael GFS101014458.1Ip11Amphimedon-XP_003387525.1

— 0.711

0.997

Halisarca_caerulealPorifera_Demospongiael GFTQ01234321.1Ip1IAmphimedon-XP_003387525.1
0.981

Halisarca_caerulealPorifera_Demospongiael GFTQ01234317.1Ip1IAmphimedon-XP_003387525.1INo_SMT
| Koerneria_luziaelINematoda_ChromadorealGIUA01019583.11p1ICapitella-ELU07827 .1
| Pristionchus_pseudaerivorusINematoda_ChromadorealHAJW01013608.1Ip2ICapitella-ELU07827.1

0.916

0.99
L

0.918 Porites_astreoidesICnidaria_Anthozoal GEHP01353118.1Ip1ICapsaspora-XP_004346937.1

0. o977

a Dysidea_avaralPorifera_DemospongiaelHANJ01678459.1Ip1l1Capsaspora-XP_004346937.1
0.724
Siderastrea_siderealCnidaria_Anthozoal GIYO010431303.1Ip1lCapsaspora-XP_004346937.1
Porites_astreoides|Cnidaria_Anthozoal GEHP01488659.1Ip1ICapsaspora-XP_004346937.1

Koerneria_luziaelNematoda_Chromadoreal GIUA01055374.1Ip2Ispll1RGC4IERG6A_GIBZE

0.401

0.947

0.949
0.059

Prorocentrum_donghaienselMyzozoa_Dinophyceael GHMWO01066893.1.p2I0UTGROUPIsplQ4W9V1IERG6_ASPFU
Saccharomyces_cerevisiaelAscomycota_SaccharomycetesINP_013706.110UTGROUPIsplP25087IERG6_YEAST

0.817 Puccinia_graminis|Basidiomycota_PucciniomycetesIXP_003321161.1I0UTGROUPIsplO14321|ERG6_SCHPO

— 0.735

0.863
Puccinia_graminisIBasidiomycota_PucciniomycetesIXP_003335809.110UTGROUPIsplQ6CYB3IERG6_KLULA

Chlamydomonas_reinhardtiilChlorophyta_ChlorophyceaelXP_042918289.1I0UTGROUPIsplQ94JS4ISMT3B_ARATH
0.96
L— Volvox_carterilChlorophyta_ChlorophyceaelXP_002948023.1IOUTGROUPIspIH2E7T51SQMT1_BOTBR

0.952

0.726

02927 Physcomitrium_patenslStreptophyta_BryopsidalXP_024401461.110UTGROUPIsplQ39227ISMT2_ARATH
— 099%rabidopsis_thalianalStreptophyta_MagnoliopsidalNP_173458.110UTGROUPIsplQ39227ISMT2_ARATH
‘iss?Arabidopsis_thalianalStreptophyta_MagnoIiopsidal NP_177736.1IOUTGROUPIsplQ94JS4ISMT3B_ARATH
Aplysina_aerophobalPorifera_DemospongiaelHANIO1113289.1Ip1ICapsaspora-XP_004346937.1
Porites_astreoides|Cnidaria_Anthozoal GEHP01236001.1Ip1Ispl082427ISMT2_ORYSJ

— 0.818

—— Lumbriculus_variegatuslAnnelida_Polychaetal GIWAO01114918.1Ip1ICapitella-ELU07827.1

0.884

0.505

Porites_astreoidesICnidaria_Anthozoal GEHP01428246.11p11splQ39227ISMT2_ARATH
Porites_astreoides|Cnidaria_Anthozoal GEHP01204110.11p1IsplH2E7T51SQMT1_BOTBR

0.785

0.701

Anne
—— Amynthas_gracilislAnnelida_ClitellatalGIKF01022106.1Ip2|Capitella-ELU07827 .1
0]o7%

092 Glossoscolex_paulistuslAnnelida_Clitellatal GBILO1031091.1Ip1ICapitella-ELU07827 .1
0'1I3_2umbricus_castaneusIAnnelida_CIiteIIataIGGRBO1 015146.1Ip1ICapitella-ELU07827.1
_s(i)éli?\fnlbricus_rubeIIusIAnneIida_CIitellataIGIKI01 063526.1Ip1ICapitella-ELU07827.1
Eisenia_fetidalAnnelida_ClitellatalGIKG01135343.1Ip1ICapitella-ELUQ7827..1
0'80I7Eisenia_fetidaIAnneIida_CIiteIIataIGIKGO1 031241 .1Ip2ICapitella-ELU07827.1

— .498

— (.8

r [0.46

Enchytraeus_crypticuslAnnelida_Clitellatal GALF01010111.1Ip1ICapitella-ELU07827.1
Enchytraeus_albiduslAnnelida_Polychaetal GJSG01022432.11p1ICapitella-ELU07827.1
Pygospio_eleganslAnnelida_Polychaetal GFPL01001539.11p1|Capitella-ELU07827.1
Favites_colemanilCnidaria_Anthozoal GIVN01243733.1Ip1lCapitella-ELU07827.1INo_SMT

Temora_longicornislArthropoda_HexanauplialGGQN02064071.1Ip1ICapitella-ELU07827.1 Probable

0767 Ophryotrocha_diademalAnnelida_Polychaetal GENQO01004874.11p1lCapitella-ELU07827.1
Paraescarpia_echinospicalAnnelida_Polychaetal GHDMO01076229.1Ip1ICapitella-ELU07827.1
0.11 L‘

0.961
0.797

0.955

0.607

0-984mellibrachia_luymesilAnnelida_PolychaetalFUN_033246-T1ICapitella-ELU07827.1

65[ 0.999
Lamellibrachia_satsumalAnnelida_PolychaetalKAI0241948.1|Capitella-ELU07827.1

0.91

0.94 | P Romanchella_perrierilAnnelida_PolychaetalHBVYW01010218.11p1ICapitella-ELU07827 .1

L—— Spirobranchus_lamarckilAnnelida_Polychaetal GGGS01270992.11p1ICapitella-ELU07827.1
Capitella_teletalAnnelida_Polychaetal ELU07827.11Capitella-ELU07827.1

— Glossoscolex_paulistuslAnnelida_Clitellatal GBILO1037864.1Ip1ICapitella-ELU07827.1

0.753

Pristionchus_pseudaerivorusINematoda_ChromadorealHAJW01013607.1Ip2ICapsaspora-XP_004346937.1

‘ Koerneria_luziaelNematoda_ChromadorealGIUA01018603.1Ip2ICapsaspora-XP_004346937.1
Pristionchus_pseudaerivorusINematoda_ChromadorealHAJW01013609.1Ip2|Capsaspora-XP_004346937.1

l Pristionchus_americanusINematoda_ChromadorealHAKT01076449.1Ip2ICapsaspora-XP_004346937.1

L1 0.498——— Alitta_virenslAnnelida_PolychaetalGINI01095864.1Ip1ICapitella-ELU07827.1

Alitta_virenslAnnelida_PolychaetalGINI01029225.1Ip1ICapitella-ELU07827.11INo_SMT Redundant sequence

0.969
3! Alitta_virenslAnnelida_Polychaetal GINI01069748.11p1|Capitella-ELU07827.1
0.932
—— Perinereis_aibuhitensislAnnelida_Polychaetal GDAF01019697.1Ip1ICapitella-ELU07827.1
0.461

|| o.dg5—— Platynereis_dumeriliilAnnelida_PolychaetalHALR01229039.1Ip1ICapitella-ELU07827.1

—— Alitta_virenslAnnelida_Polychaetal GINI01005303.11Ip1lICapsaspora-XP_004346937.1

0.978  Platynereis_dumeriliilAnnelida_Polychaetal HALR01261698.1Ip1|Capitella-ELU07827.1
0.577
— Perinereis_aibuhitensislAnnelida_Polychaetal GDAF01010172.1lp1ICapsaspora-XP_004346937.1

Koerneria_luziaelNematoda_Chromadoreal GIUA01018532.1Ip1IsplQ54198ISMT1_DICDI

Temora_longicornislArthropoda_Hexanauplial GGQN02078532.11p1ICapsaspora-XP_004346937.1

4 0.565

%gr7it3es_australiensislCnidaria_AnthozoaI FX454616.11p1IsplQI9LMO2ISMT1_ARATH

L @@axea_fascicularisICnidaria_Anthozoal GFAZ01042166.11p1IsplQ9LM0O2ISMT1_ARATH
0@gq@pora_digitiferalCnidaria_AnthozoaIGIVIO1 178002.11p11splQOLM0O2ISMT1_ARATH
Agaricia_lamarckilCnidaria_Anthozoal GGLC03008407.1Ip1IsplQ9LMO02ISMT1_ARATH

0.Slz%vites_colemaniICnidaria_AnthozoaIGIVN01 057233.1Ip11splQILMO2ISMT1_ARATH

r — Alveopora_japonicalCnidaria_AnthozoalGGJR01297898.1Ip1IsplQ9LM02ISMT1_ARATH

0.564

'I Siderastrea_siderealCnidaria_AnthozoalGIYO011439330.1Ip1lsplQOLMO02ISMT1_ARATH
0.808

Porites_astreoideslCnidaria_Anthozoal GEHP01654081.1lp1ICapsaspora-XP_004346937.1
Aplysina_aerophobalPorifera_DemospongiaelHANI01518039.1Ip11splQ6FRZ7IERG6_CANGA

— 0.624

0.847

Aureococcus_anophagefferens|Pelagophyceae_PelagophyceaelXP_009034345.11I0UTGROUPIsp

0.531

0.313

0.598

Porites_astreoidesICnidaria_Anthozoal GEHP01320567.11p1IsplQ6ZIX2ISMT1_ORYSJ

n

Q67

0.372

0.956

0.91

[

0.4

Probable contaminants (no related genera; in wrong clade)

Redundant sequence

ra Clade

Probable contaminants (no related genera; in wrong clade)

Probable contaminant (no related genera; in wrong clade)

ria clade

Porifera Clade

8
Halisarca_caerulealPorifera_Demospongiael GFTQ01234312.1Ip1IsplQ6FRZ7IERG6_CANGAINo_SMT  Redundant sequences

lida Clade

contaminants (no related genera; in wrong clade)

Nematoda Clade (Rejected)
« Sequences nearly identical despite coming from different genera

» Top reciprocal BLASTp hit is the filasterean Capsaspora

Cnidaria Clade (Rejected)

Acropora and Porites sequences cannot be mapped to the respective genomes
» Top reciprocal BLASTp hit is the plant Arabidopsis
Top reciprocal BLASTp hit on full NCBI "nr" database is Symbiodinium

IL7IP31IERG6_MAGOY
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