[bookmark: _Hlk100603611]Supplementary Table 1 The description of co-expressed genes of MATR3
	Target Gene
	Person Correlation
	P-value
	FDR (BH)

	DDX46
	0.735283
	2.62E-64
	2.61E-60

	DHX9
	0.73019
	5.16E-63
	3.42E-59

	KDM3B
	0.718032
	4.85E-60
	2.42E-56

	BPTF
	0.70978
	4.14E-58
	1.65E-54

	NUP160
	0.695822
	5.40E-55
	1.79E-51

	RASA1
	0.690759
	6.58E-54
	1.87E-50

	RBM27
	0.690186
	8.71E-54
	2.17E-50

	RIF1
	0.689609
	1.15E-53
	2.55E-50

	ZFR
	0.685144
	9.94E-53
	1.98E-49

	PRPF40A
	0.684254
	1.52E-52
	2.75E-49

	C3orf17
	0.677853
	3.08E-51
	5.12E-48

	RBM12
	0.676485
	5.80E-51
	8.89E-48

	ADNP
	0.676268
	6.42E-51
	9.13E-48

	GPATCH8
	0.675786
	8.01E-51
	1.06E-47

	IPO7
	0.671557
	5.53E-50
	6.88E-47

	EPC2
	0.67096
	7.24E-50
	8.48E-47

	RANBP2
	0.669877
	1.18E-49
	1.31E-46

	GEMIN5
	0.668309
	2.38E-49
	2.50E-46

	LIMS1
	0.6675
	3.42E-49
	3.41E-46

	SF3B1
	0.667154
	3.99E-49
	3.78E-46

	NPAT
	0.664269
	1.43E-48
	1.30E-45

	TTC30B
	0.663782
	1.77E-48
	1.53E-45

	CSNK2A1P
	0.661107
	5.71E-48
	4.74E-45

	CTDSPL2
	0.660153
	8.63E-48
	6.61E-45

	RNF169
	0.656583
	4.01E-47
	2.96E-44

	BOD1L
	0.654143
	1.13E-46
	8.06E-44

	C14orf106
	0.653824
	1.30E-46
	8.90E-44

	WAC
	0.651585
	3.33E-46
	2.21E-43

	NUP153
	0.651504
	3.44E-46
	2.21E-43

	DHX15
	0.64925
	8.82E-46
	5.49E-43

	STRN
	0.649058
	9.55E-46
	5.77E-43

	SDCCAG1
	0.64746
	1.85E-45
	1.09E-42

	GTF3C3
	0.643026
	1.14E-44
	6.48E-42

	SFRS2IP
	0.642743
	1.28E-44
	7.06E-42

	GMCL1
	0.642469
	1.43E-44
	7.68E-42

	RSF1
	0.642389
	1.47E-44
	7.72E-42

	ATRX
	0.641325
	2.27E-44
	1.16E-41

	PCNP
	0.639401
	4.91E-44
	2.45E-41

	SP3
	0.638154
	8.08E-44
	3.93E-41

	TXLNG
	0.637684
	9.75E-44
	4.62E-41

	TCF12
	0.63715
	1.21E-43
	5.59E-41

	MRE11A
	0.636457
	1.59E-43
	7.03E-41

	BIRC6
	0.633948
	4.27E-43
	1.85E-40

	STAG1
	0.632937
	6.35E-43
	2.69E-40

	CAND1
	0.631866
	9.64E-43
	4.00E-40

	PUS7L
	0.631571
	1.08E-42
	4.40E-40

	CNOT8
	0.630237
	1.82E-42
	7.24E-40

	ANAPC1
	0.629282
	2.63E-42
	1.02E-39

	GCC2
	0.629244
	2.67E-42
	1.02E-39

	KIF2A
	0.628995
	2.93E-42
	1.10E-39

	SMC3
	0.628851
	3.10E-42
	1.14E-39

	XRN2
	0.627224
	5.79E-42
	2.10E-39

	USP34
	0.625821
	9.91E-42
	3.46E-39

	NIPBL
	0.625719
	1.03E-41
	3.54E-39

	FAM13B
	0.62539
	1.17E-41
	3.94E-39

	ZBTB11
	0.625264
	1.22E-41
	4.07E-39

	FBXO38
	0.625042
	1.33E-41
	4.35E-39

	MFAP3
	0.624271
	1.79E-41
	5.74E-39

	YTHDC1
	0.623177
	2.70E-41
	8.54E-39

	HNRNPK
	0.622375
	3.65E-41
	1.14E-38

	KIAA0947
	0.621908
	4.36E-41
	1.34E-38

	BDP1
	0.621747
	4.63E-41
	1.40E-38

	PIK3CA
	0.621596
	4.90E-41
	1.46E-38

	ROCK2
	0.619727
	9.86E-41
	2.89E-38

	DPY19L3
	0.619609
	1.03E-40
	2.97E-38

	HEATR5B
	0.619569
	1.05E-40
	2.98E-38

	ADAM10
	0.618359
	1.64E-40
	4.60E-38

	ATF2
	0.618313
	1.67E-40
	4.61E-38

	MAP3K1
	0.6182
	1.74E-40
	4.75E-38

	PHF3
	0.617945
	1.91E-40
	5.15E-38

	SMEK2
	0.617785
	2.03E-40
	5.39E-38

	APPBP2
	0.616571
	3.18E-40
	8.33E-38

	PPP1R12A
	0.616452
	3.32E-40
	8.59E-38

	RAB3GAP1
	0.615978
	3.95E-40
	1.01E-37

	TPR
	0.615276
	5.11E-40
	1.26E-37

	ZBTB26
	0.614753
	6.19E-40
	1.51E-37

	RASA2
	0.614553
	6.67E-40
	1.60E-37

	ZNF192
	0.614154
	7.71E-40
	1.83E-37

	CEP170
	0.613838
	8.66E-40
	2.03E-37

	GIGYF2
	0.613746
	8.95E-40
	2.07E-37

	ZNF184
	0.613255
	1.07E-39
	2.45E-37

	CCNI
	0.613039
	1.16E-39
	2.61E-37

	GTF3C4
	0.613021
	1.17E-39
	2.61E-37

	RAD50
	0.612003
	1.69E-39
	3.74E-37

	ZNF791
	0.611695
	1.89E-39
	4.13E-37

	C11orf30
	0.611589
	1.96E-39
	4.25E-37

	MAML1
	0.61149
	2.03E-39
	4.35E-37

	DYNC1I2
	0.611307
	2.17E-39
	4.60E-37

	GTF2H3
	0.611187
	2.27E-39
	4.76E-37

	CREB1
	0.611122
	2.32E-39
	4.82E-37

	MED17
	0.610336
	3.08E-39
	6.33E-37

	ZNF420
	0.610282
	3.14E-39
	6.39E-37

	QSER1
	0.609862
	3.66E-39
	7.36E-37

	YLPM1
	0.609773
	3.78E-39
	7.52E-37

	PPWD1
	0.609119
	4.78E-39
	9.42E-37

	CHD6
	0.608249
	6.53E-39
	1.27E-36

	CCNT1
	0.607881
	7.44E-39
	1.44E-36

	EXOC6B
	0.607438
	8.72E-39
	1.65E-36

	SKIV2L2
	0.606102
	1.40E-38
	2.64E-36

	RNF111
	0.606056
	1.43E-38
	2.66E-36

	SRFBP1
	0.605922
	1.50E-38
	2.76E-36

	FAM179B
	0.605474
	1.75E-38
	3.18E-36

	CWC22
	0.604379
	2.58E-38
	4.63E-36

	ZNF836
	0.604307
	2.65E-38
	4.71E-36

	STT3B
	0.603636
	3.36E-38
	5.92E-36

	ADAM17
	0.603372
	3.68E-38
	6.43E-36

	EIF4G2
	0.603075
	4.09E-38
	7.08E-36

	PTPLB
	0.602872
	4.39E-38
	7.54E-36

	SP4
	0.602534
	4.94E-38
	8.41E-36

	WIPF2
	0.602261
	5.44E-38
	9.18E-36

	DDX21
	0.602229
	5.50E-38
	9.21E-36

	ASXL2
	0.60192
	6.13E-38
	1.02E-35

	RNF38
	0.601819
	6.35E-38
	1.04E-35

	DCAF17
	0.60181
	6.37E-38
	1.04E-35

	KDM3A
	0.601578
	6.91E-38
	1.12E-35

	TOP1
	0.601012
	8.42E-38
	1.35E-35

	RAPGEF6
	0.600438
	1.03E-37
	1.64E-35

	IREB2
	0.600222
	1.11E-37
	1.75E-35

	
	
	
	


Table is sorted in the order of pearson correlation, and only the list of pearson correlation more than 0.6 was displayed
