Table S2. CircRNAs detected and differentially expressed in 25 prostate localized tumor tissues and 35 CRPC tissues.
	circRNA ID
	hg19 Position
	circBase ID
	log2FC
	PValue
	FDR

	chr19:45263112:45263367:MARK4
	chr19:45766370-45766625
	hsa_circ_0000940
	8.29 
	2.74E-17
	4.53E-14

	chr3:196391812:196403019:UBXN7
	chr3:196118683-196129890
	hsa_circ_0001380
	5.48 
	9.35E-12
	7.74E-09

	chr16:85633913:85634132:GSE1
	chr16:85667519-85667738
	hsa_circ_0000722
	3.56 
	2.54E-10
	1.40E-07

	chr1:205616477:205623891:ELK4
	chr1:205585605-205593019
	hsa_circ_0000175
	-1.62 
	5.04E-09
	2.08E-06

	chr7:131375423:131399433:MKLN1
	chr7:131060182-131084192
	hsa_circ_0001746
	-1.83 
	1.63E-08
	5.02E-06

	chr11:33286412:33287511:HIPK3
	chr11:33307958-33309057
	hsa_circ_0000284
	-1.33 
	1.82E-08
	5.02E-06

	chr14:102040235:102040673:DYNC1H1
	chr14:102506572-102507010
	hsa_circ_0002398
	4.22 
	8.79E-08
	2.08E-05

	chr18:32111753:32113860:RNF138
	chr18:29691716-29693823
	hsa_circ_0005729
	4.65 
	2.77E-07
	5.74E-05

	chr6:163455278:163478896:QKI
	chr6:163876310-163899928
	hsa_circ_0005328
	5.81 
	3.10E-06
	5.36E-04

	chr5:95755395:95763620:RHOBTB3
	chr5:95091099-95099324
	hsa_circ_0007444
	-1.48 
	3.24E-06
	5.36E-04

	chr19:10904950:10909207:CARM1
	chr19:11015626-11019883
	hsa_circ_0004552
	5.46 
	5.30E-06
	7.98E-04

	chr17:48032155:48033944:COPZ2
	chr17:46109521-46111310
	hsa_circ_0007293
	6.21 
	9.81E-06
	1.35E-03

	chr17:82563353:82568201:FOXK2
	chr17:80521229-80526077
	hsa_circ_0000816
	1.95 
	2.19E-05
	2.80E-03

	chr4:143543508:143543972:SMARCA5
	chr4:144464661-144465125
	hsa_circ_0001445
	1.41 
	2.89E-05
	3.42E-03

	chr20:58438944:58441083:VAPB
	chr20:57014000-57016139
	hsa_circ_0001173
	2.52 
	3.38E-05
	3.52E-03

	chr16:3850296:3851009:CREBBP
	chr16:3900297-3901010
	hsa_circ_0007637
	2.09 
	3.74E-05
	3.52E-03

	chr13:95115921:95188542:ABCC4
	chr13:95768175-95840796
	hsa_circ_0030582
	-2.96 
	3.83E-05
	3.52E-03

	chr5:69174876:69175537:CCNB1
	chr5:68470703-68471364
	hsa_circ_0001495
	3.40 
	4.67E-05
	4.07E-03

	chr20:33619516:33623296:CBFA2T2
	chr20:32207322-32211102
	hsa_circ_0003426
	1.46 
	5.34E-05
	4.38E-03

	chr7:90726566:90747775:CDK14
	chr7:90355880-90377090
	hsa_circ_0004015
	5.51 
	5.64E-05
	4.38E-03

	chr2:40428472:40430304:SLC8A1
	chr2:40655612-40657444
	hsa_circ_0000994
	-1.54 
	5.82E-05
	4.38E-03

	chr5:139363758:139364743:PAIP2
	chr5:138699447-138700432
	hsa_circ_0001538
	1.97 
	6.61E-05
	4.76E-03

	chr9:37424844:37426654:GRHPR
	chr9:37424841-37426651
	hsa_circ_0001861
	1.04 
	8.26E-05
	5.70E-03

	chr2:199368604:199433514:SATB2
	chr2:200233327-200298237
	hsa_circ_0003915
	3.64 
	9.23E-05
	6.08E-03

	chr10:7276891:7285954:SFMBT2
	chr10:7318853-7327916
	hsa_circ_0000211
	4.16 
	9.55E-05
	6.08E-03

	chr15:58912562:58916999:SLTM
	chr15:59204761-59209198
	hsa_circ_0000605
	1.04 
	9.94E-05
	6.10E-03

	chr1:150492410:150496908:TARS2
	chr1:150464886-150469384
	hsa_circ_0003952
	3.66 
	1.14E-04
	6.75E-03

	chr13:95161188:95188542:ABCC4
	chr13:95813442-95840796
	hsa_circ_0030586
	-2.83 
	1.26E-04
	7.18E-03

	chr19:18539370:18539720:FKBP8
	chr19:18650180-18650530
	hsa_circ_0000915
	2.79 
	1.34E-04
	7.37E-03

	chr21:15762890:15766141:USP25
	chr21:17135209-17138460
	hsa_circ_0001178
	1.12 
	1.39E-04
	7.40E-03

	chr19:47264602:47264946:CCDC9
	chr19:47767859-47768203
	hsa_circ_0000944
	3.08 
	1.50E-04
	7.53E-03

	chr2:58221941:58232112:FANCL
	chr2:58449076-58459247
	hsa_circ_0001009
	2.01 
	2.01E-04
	9.50E-03

	chr8:22474953:22475624:PPP3CC
	chr8:22332466-22333137
	hsa_circ_0083619
	5.07 
	2.13E-04
	9.63E-03

	chr19:5604582:5604936:SAFB2
	chr19:5604593-5604947
	hsa_circ_0000880
	3.292
	0.000215
	0.009625



